— Alu-near (n = 3,986) — Alu-mid (n = 920) — Alu-far (n = 169) — L1/LTR CGI (n = 708)

Expression tertile within the cell (Corces TPM)
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CpG methylation (repeat-masked CpGs excluded); ticks: median TSS-to-edge distance, upstream and downstream
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