Table S4. Full results of analyses of molecular variance. Separate analyses were performed for all data and for Columbus only.
	Data
	Predictor
	Source of variation
	df
	SS
	Est. var.
	Var. %
	Phist
	p

	All (n=64)
	populations (n=8)
	Among populations
	7
	377.260
	3.893
	13.905
	0.139
	<0.001

	
	
	Within populations
	56
	1349.881
	24.105
	86.095
	
	

	
	
	Total
	63
	1727.141
	27.998
	100
	
	

	
	region (Cincinnati, Cleveland, East Columbus, Central Columbus)
	Among regions
	3
	277.864
	4.901
	16.869
	0.169
	<0.001

	
	
	Within regions
	60
	1449.276
	24.155
	83.131
	
	

	
	
	Total
	63
	1727.141
	29.056
	100
	
	

	
	populations nested within region (8 within 4)
	Among regions
	3
	277.864
	4.846
	16.679
	0.167
	0.014

	
	
	Among populations within regions
	4
	99.396
	0.102
	0.351
	0.004
	0.412

	
	
	Within populations
	56
	1349.880
	24.105
	82.970
	0.170
	<0.001

	
	
	Total
	63
	1727.141
	29.053
	100
	
	

	Columbus (n=51)
	populations (n=6)
	Among populations
	5
	226.527
	2.600
	9.526
	0.095
	<0.001

	
	
	Within populations
	45
	1111.081
	24.691
	90.474
	
	

	
	
	Total
	50
	1337.608
	27.290
	100
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	region (East Columbus, Central Columbus)
	Among regions
	1
	127.131
	4.094
	14.216
	0.142
	<0.001

	
	
	Within regions
	49
	1210.477
	24.704
	85.784
	
	

	
	
	Total
	50
	1337.608
	28.798
	100
	
	

	
	populations nested within region (6 within 2)
	Among regions
	1
	127.131
	4.085
	14.186
	0.142
	0.101

	
	
	Among populations within regions
	4
	99.396
	0.022
	0.075
	0.001
	0.412

	
	
	Within populations
	45
	1111.081
	24.691
	85.738
	0.143
	<0.001

	 
	 
	Total
	50
	1337.608
	28.798
	100
	 
	 




