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Fig. S1 Schematic diagram of test plot. The experiment site is located at 123°74′90.67E,47°40′43.17N. 

 

Fig. S2 Changes in soil enzymatic Activities. (a) soil urease activity, (b) sucrase activity, (e) amylase activity, (f) cellulase activity respectively in the jointing 

stage; (c) soil urease activity, (d) sucrase activity, (g) amylase activity and (h) cellulase activity respectively in the ripening stage. Significance level: p < 0.05, 

*; p < 0.01, **; p < 0.001, *** 

 
Fig. S3 Bacterial community composition of the rhizosphere (a) and bulk (b) samples at the phylum level 
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Fig. S4 Fungi community composition of the rhizosphere (a) and bulk (b) samples at the phylum level 

 


