	term
	p-value
	q-value
	overlap_genes

	Epithelial-Mesenchymal Transition
	0.001317
	0.032929
	[TGFB1, BMP1, GADD45B, THY1, FSTL3]

	Myogenesis
	0.008869
	0.110867
	[TGFB1, GADD45B, FLII, NAV2]

	UV Response Dn
	0.020733
	0.172774
	[DLC1, DYRK1A, SYNE1]

	IL-2/STAT5 Signaling
	0.047062
	0.238220
	[GADD45B, RGS16, NCS1]

	Allograft Rejection
	0.047644
	0.238220
	[TGFB2, TGFB1, THY1]


Supplementary Table 4: Pathway Analysis results for genes with highest correlation coefficient GSE20685

