	term
	p-value
	q-value
	overlap genes

	Epithelial Mesenchymal Transition
	3.787485e-32
	6.817473e-31
	[LRRC15, SPARC, COL11A1, COL12A1, BGN, FN1, INHBA, THY1, THBS2, NID2, LOXL2, COL1A1, VCAN, COL3A1, COL1A2, BMP1, COL5A1, FAP, COL5A2, CDH11, FBN1]

	Coagulation
	3.061858e-07
	2.755672e-06
	[MMP11, BMP1, SPARC, PLAU, FN1, FBN1]

	UV Response Dn
	9.693501e-06
	5.816101e-05
	[COL1A1, COL3A1, COL1A2, COL11A1, COL5A2]

	Apical Junction
	4.708954e-05
	1.819610e-04
	[VCAN, BMP1, CDH11, THY1, FBN1]

	Angiogenesis
	5.054472e-05
	1.819610e-04
	[VCAN, COL3A1, COL5A2]

	Myogenesis
	6.690615e-04
	2.007185e-03
	[COL1A1, COL3A1, SPARC, AEBP1]

	TNF-alpha Signaling via NF-kB
	7.415022e-03
	1.668380e-02
	[TNFAIP6, PLAU, INHBA]


Supplementary Table 3: Pathway Analysis results for genes with highest correlation coefficient GSE20685

	











