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Table 1

Entrez gene Gene Symbol Fold-change  Regulation
Top 10 down-regulated DEGs

77059 4931408D14Rik -2.000265044  Down
320662 Casc1 -1.638936795  Down
4884 Nptx1 -1.605596055  Down
14345 Fut4 -1.604863928 Down
11172 Insl6 -1.50456415 Down
109215 Lncbate1 -1.489353701 Down
2100 Esr2 -1.430515749  Down
27412 Peg12 -1.396771773  Down
6489 St8sia1 -1.392506462  Down
6489 Gapt -1.351093252  Down
Top 10 up-regulated DEGs

6279 S100a8 1.760107083 up
6280 S100a9 1.623619073 up
7177 Tpsab1 1.550914828 up
26784 Snora64 1.519092647 up
467 Atf3 1.261186306 up
140699 Mroh8 1.249942924 up
158835 Awat2 1.131523486 up
1326 Map3k8 1.074958216 up
100041231 Gm3219 1.06967081 up
665306 3930402G23Rik 1.760107083 up
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Table 2. Top ten genes demonstrated by connectivity degree in

the PPI network

Gene Symbol Gene title Degree
POSTN Periostin 15
GNAI2 G protein subunit alpha i2 12
MMP2 Matrix metallopeptidase 2 12
ELN Elastin 11
CCND1 Cyclin D1 11
CXCL12 C-X-C motif chemokine ligand 12 9
COL6A1 Collagen type VI alpha 1 chain 9
COL6A2 Collagen type VI alpha 2 chain 9
SFRP2 Secreted frizzled related protein 2 7
FSTL1 Follistatin like 1 7





