Table S1 List of primers used for the amplification of the four analyzed fragments.
	Fragments
	Primer IDs
	Primer Sequences (5’ – 3’)
	Fragment sizes
	References
	Additional information

	COI barcoding (mtDNA)
	LCO1490 
	GGTCAACAAATCATAAAGATATTGG
	690 bp
	Folmer et al., 1994
	-

	
	HCO2198
	TAAACTTCAGGGTGACCAAAAAATCA
	
	Folmer et al., 1994
	

	COI Navajas (mtDNA)
	C1J1718
	GGAGGATTTGGAAATTGATTAGTTCC
	895 bp
	Simon et al., 1994
	Position 217 to 1149 on T. urticae mitochondrial genome (NC_010526)

	
	773
	TACAGCTCCTATAGATAAAAC
	
	Navajas et al., 1994
	

	ITS1 (rDNA)
	18S
	AGAGGAAGTAAAAGTCGTAACAAG
	583 bp
	Ben David et al. (2007)
	Nucleotides 2672-2695; 3237-3257 and 3818-3837, respectively, of the T. urticae genome (NW_015449971, ASM23943 scaffold_42).

	
	5.8S InternS
	GATCACTCGAATTACCAATCG
	
	Navia et al. (2005)
	

	ITS2 (rDNA)
	28SC
	ATATGCTTAAATTCAGCGGG
	630 bp
	Navajas et al. (1998)
	

	
	5.8S InternSRev
	CGATTGGTAATTCGAGTGATC
	
	Navia et al. (2005)
	





    Table S2 Description of the reagents and conditions used for PCR amplification of the four analyzed fragments.
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Tabela S2 — Descrigéo dos reagentes utilizados para amplificagdo (Polymerass Chain Reagtion (PCR)) dos fragmentos analisados

PCR reagents and amounts (uL) per reaction and fragment

PCR conditions per fragment (°C and time)
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* For ITS1 and ITS2, the cycle was repeated 30X.




