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	miRNA ID
	Forward primer sequence (5'->3')
	Reverse primer sequence (5'->3')

	hsa-let-7b-3p Forward
	TACAACCTACTGCCTTCCCAAA
	ACCTCAGAGTCACTATGGCACT

	hsa-let-7b-5p Forward
	GCCGTAGTAGGTTGTGTGGTTA
	ACCTCAGAGTCACTATGGCACT

	hsa-miR-100-5p Forward
	CCGTAGATCCGAACTTGTGAAA
	ACCTCAGAGTCACTATGGCACT

	hsa-miR-126-5p Forward
	CCGCTTATTACTTTTGGTACGC
	ACCTCAGAGTCACTATGGCACT

	hsa-miR-151a-5p Forward
	CGGAGCTCACAGTCTAGTAAA
	ACCTCAGAGTCACTATGGCACT

	hsa-miR-151b Forward
	CCGAGGAGCTCACAGTCTAAA
	ACCTCAGAGTCACTATGGCACT

	hsa-miR-181a-3p Forward
	GGCGACCGTTGATTGTACC
	ACCTCAGAGTCACTATGGCACT

	hsa-miR-187-3p Forward
	GCTCGTGTCTTGTGTTGCAG
	ACCTCAGAGTCACTATGGCACT

	hsa-miR-195-5p Forward
	TAGCAGCACAGAAATATTGGCAA
	ACCTCAGAGTCACTATGGCACT

	hsa-miR-199a-5p Forward
	GGTGTTCAGACTACCTGTTCAA
	ACCTCAGAGTCACTATGGCACT

	hsa-miR-21-5p Forward
	CGGCTTATCAGACTGATGTTGA
	ACCTCAGAGTCACTATGGCACT

	hsa-miR-219a-2-3p Forward
	ATTGTGGCTGGACATCTGTAAA
	ACCTCAGAGTCACTATGGCACT

	hsa-miR-23b-3p Forward
	CATTGCCAGGGATTACCACAAA
	CTACGACCTCAGAGTCACTATG

	hsa-miR-27b-3p Forward
	GACACAGTGGCTAAGTTCTGC
	ACCTCAGAGTCACTATGGCACT

	hsa-miR-27b-5p Forward
	GCTTAGCTGATTGGTGAACAA
	ACCTCAGAGTCACTATGGCACT

	hsa-miR-320c Forward
	GGCTGGGTTGAGAGGGTAAA
	ACCTCAGAGTCACTATGGCACT

	hsa-miR-378a-3p Forward
	CACTTGGAGTCAGAAGGCAAA
	ACCTCAGAGTCACTATGGCACT

	hsa-miR-423-5p Forward
	AGGGGCAGAGAGCGAGACTTTA
	ACCTCAGAGTCACTATGGCACT

	hsa-miR-4516 Forward
	AGAAGGGTCGGGGCAAA
	ACCTCAGAGTCACTATGGCACT

	hsa-miR-483-5p Forward
	ACGGGAGGAAAGAAGGGAGAAA
	CTCAGAGTCACTATGGCACTT

	hsa-miR-499a-5p Forward
	ACGAGACTTGCAGTGATGTTTA
	ACCTCAGAGTCACTATGGCACT

	hsa-miR-625-5p Forward
	CTGGGGAAAGTTCTATAGTCCA
	ACCTCAGAGTCACTATGGCACT

	hsa-miR-642a-5p Forward
	GCCCTCTCCAAATGTGTCTTGAA
	ACCTCAGAGTCACTATGGCACT

	hsa-miR-103a-3p
	AGCATGGTACAGGGCTATGAAA
	ACCTCAGAGTCACTATGGCACT

	hsa-miR-30e-5p
	GCAACATCCTTGACTGGAAGAA
	ACCTCAGAGTCACTATGGCACT

	hsa-miR-9-3p 
	GCTGAGCTAGATAACCGAAAGT
	ACCTCAGAGTCACTATGGCACT

	RNU6
	TGGAACGATACAGAGAAGATTA
	CTACGACCTCAGAGTCACTATG



Primers used for RT-qPCR of the DEmiRs confirmed in the extended cohort (23 miRNAs: 15 in males and 13 in females, 5 of them in both sexes), the endogenous reference RNAs (miR-9-3p, miR-103a-3p, miR-30e-5p, and RNU6). After polyadenylation, RNA was reverse-transcribed with an anchored oligo-dT adapter (5′-GCACGCTACGACCTCAGAGTCACTATGGCACTTTTTTTTTTTTTTTTVN-3′). Forward primers are specific to each mature miRNA; three variants of the adapter-complementary primer were used. hsa, Homo sapiens.

