Supplementary Table 5. Differentially expressed genes shared by males and females with MDD-S in the dlPFC (discovery cohort).

	Gene symbol
	Ensembl ID
	Chromosome
	Males
	Females

	
	
	
	Log₂FC
	P-value
	Log₂FC
	P-value

	Male Up – Female Up

	PAK4
	ENSG00000130669
	19
	0.98799
	0.00489
	1.16229
	0.01940

	
	
	
	
	
	
	

	Male Down – Female Down

	AIFM2
	ENSG00000042286
	10
	-0.81903
	0.02933
	-1.08910
	0.01965

	C1ORFf21
	ENSG00000116667
	1
	-0.61799
	0.02245
	-0.63125
	0.04892

	CBX6
	ENSG00000183741
	22
	-1.58100
	0.04935
	-1.24445
	0.02385

	CMTM4
	ENSG00000183723
	16
	-0.51812
	0.04307
	-0.33828
	0.03362

	CPEB4
	ENSG00000113742
	5
	-0.40673
	0.02969
	-0.48099
	0.03989

	DAB2IP
	ENSG00000136848
	9
	-0.57293
	0.04969
	-0.72776
	0.01820

	DUSP3
	ENSG00000108861
	17
	-1.20104
	0.01763
	-0.69728
	0.01679

	FKBP11
	ENSG00000134285
	12
	-0.88234
	0.02216
	-1.50596
	0.02881

	ITPK1
	ENSG00000100605
	14
	-0.56880
	0.02560
	-0.32988
	0.02938

	KCNC4
	ENSG00000116396
	1
	-0.49819
	0.03219
	-0.94356
	0.01034

	LANCL2
	ENSG00000132434
	7
	-0.36155
	0.02918
	-0.66918
	0.02325

	MAP3K10
	ENSG00000130758
	19
	-0.76928
	0.03961
	-1.05979
	0.03281

	MAP7D1
	ENSG00000116871
	1
	-0.65883
	0.03492
	-0.55891
	0.02906

	NEURL4
	ENSG00000215041
	17
	-0.65894
	0.03929
	-0.78690
	0.02109

	NR2C2
	ENSG00000177463
	3
	-0.39834
	0.02686
	-0.64775
	0.01499

	NUDT3
	ENSG00000272325
	6
	-0.54965
	0.00478
	-0.45862
	0.03209

	RHOBTB2
	ENSG00000008853
	8
	-0.63353
	0.03215
	-0.69988
	0.02614

	SAMD14
	ENSG00000167100
	17
	-0.59998
	0.04622
	-0.82345
	0.02862

	SIPA1L2
	ENSG00000116991
	1
	-0.44517
	0.04231
	-0.79539
	0.01214

	SSBP3
	ENSG00000157216
	1
	-0.76042
	0.01876
	-0.88211
	0.03434

	TET3
	ENSG00000187605
	2
	-0.99901
	0.00967
	-0.69846
	0.03104

	TTC3
	ENSG00000182670
	21
	-0.38050
	0.03183
	-0.46307
	0.03654

	TTC5
	ENSG00000136319
	14
	-0.56541
	0.03691
	-1.08286
	0.01418

	
	
	
	
	
	
	

	Male Up – Female Down

	C1QTNF6
	ENSG00000133466
	22
	0.92606
	0.02678
	-1.60345
	0.00042

	CALR
	ENSG00000179218
	19
	0.58481
	0.03197
	-0.77003
	0.02760

	CAPRIN1
	ENSG00000135387
	11
	0.43169
	0.04283
	-0.60468
	0.02109

	CASKIN2
	ENSG00000177303
	17
	0.67146
	0.02622
	-1.31132
	0.03085

	CLCC1
	ENSG00000121940
	1
	0.55061
	0.01935
	-0.87151
	0.01621

	COL7A1
	ENSG00000114270
	3
	0.83836
	0.03135
	-1.34926
	0.02419

	CPQ
	ENSG00000104324
	8
	2.02914
	0.00383
	-1.17253
	0.03272

	DDB1
	ENSG00000167986
	11
	0.37252
	0.01869
	-0.57113
	0.02306

	ECD
	ENSG00000122882
	10
	0.97401
	0.00150
	-0.88095
	0.01320

	GFAP
	ENSG00000131095
	17
	1.94034
	0.04162
	-1.44672
	0.01600

	GKAP1
	ENSG00000165113
	9
	0.79960
	0.02955
	-0.90680
	0.04157

	GLO1
	ENSG00000124767
	6
	0.59264
	0.01536
	-0.91963
	0.02005

	GORAB
	ENSG00000120370
	1
	0.63806
	0.03248
	-0.91530
	0.03809

	HNRNPK
	ENSG00000165119
	9
	0.68026
	0.03772
	-0.94824
	0.03615

	HSPA9
	ENSG00000113013
	5
	0.61415
	0.02234
	-0.63802
	0.02238

	KDM1A
	ENSG00000004487
	1
	0.65118
	0.01971
	-0.67397
	0.04007

	KLHL5
	ENSG00000109790
	4
	0.57117
	0.00300
	-0.88480
	0.02992

	LAMP2
	ENSG00000005893
	X
	0.61501
	0.04234
	-0.75437
	0.01425

	LTA4H
	ENSG00000111144
	12
	0.55539
	0.00381
	-0.73562
	0.02154

	MARCKS
	ENSG00000277443
	6
	0.48009
	0.04617
	-0.67389
	0.02990

	NCAM1
	ENSG00000149294
	11
	0.36895
	0.03461
	-0.53455
	0.00821

	NR2C1
	ENSG00000120798
	12
	0.70882
	0.00776
	-0.97816
	0.03807

	NUDT12
	ENSG00000112874
	5
	0.64366
	0.00787
	-0.98264
	0.01093

	PCDHGC4
	ENSG00000242419
	5
	0.69373
	0.03663
	-1.19611
	0.01097

	PCED1A
	ENSG00000132635
	20
	0.87645
	0.02616
	-1.10336
	0.01381

	PDCD2
	ENSG00000071994
	6
	0.91484
	0.01671
	-1.03627
	0.02173

	PDIA4
	ENSG00000155660
	7
	0.60685
	0.03239
	-0.85294
	0.00664

	PHF3
	ENSG00000118482
	6
	0.65041
	0.00456
	-0.69842
	0.02971

	PIGG
	ENSG00000174227
	4
	0.68367
	0.03995
	-1.08552
	0.00055

	PIGN
	ENSG00000197563
	18
	0.71673
	0.04292
	-0.84551
	0.04605

	PPIF
	ENSG00000108179
	10
	0.93088
	0.00384
	-1.14164
	0.00366

	PRDM5
	ENSG00000138738
	4
	0.58867
	0.03086
	-1.29139
	0.02339

	PRMT2
	ENSG00000160310
	21
	0.56103
	0.03395
	-0.86622
	0.00877

	PSAP
	ENSG00000197746
	10
	0.56408
	0.01081
	-0.73658
	0.01701

	QARS1
	ENSG00000172053
	3
	0.60217
	0.03727
	-1.00405
	0.01673

	RRBP1
	ENSG00000125844
	20
	0.98217
	0.00713
	-0.94111
	0.03247

	SCRG1
	ENSG00000164106
	4
	1.14219
	0.03264
	-1.68603
	0.01115

	SEPTIN2
	ENSG00000168385
	2
	0.72018
	0.02750
	-1.03179
	0.02292

	SF3B1
	ENSG00000115524
	2
	0.46979
	0.02203
	-0.70132
	0.01634

	SLC30A1
	ENSG00000170385
	1
	0.57408
	0.01140
	-0.64666
	0.03936

	SLC6A9
	ENSG00000196517
	1
	1.00400
	0.03139
	-1.08978
	0.04334

	SLC7A2
	ENSG00000003989
	8
	0.80351
	0.02405
	-1.16619
	0.01034

	SMARCA2
	ENSG00000080503
	9
	0.46975
	0.02100
	-0.61443
	0.01529

	SNX17
	ENSG00000115234
	2
	0.50032
	0.01746
	-0.88399
	0.03930

	SOAT1
	ENSG00000057252
	1
	0.99998
	0.00287
	-1.11154
	0.00559

	SSR1
	ENSG00000124783
	6
	0.31964
	0.04352
	-0.80064
	0.00763

	STAT3
	ENSG00000168610
	17
	0.58299
	0.01837
	-0.80345
	0.00496

	TAF4
	ENSG00000130699
	20
	0.71295
	0.03689
	-1.00313
	0.03281

	TJP2
	ENSG00000119139
	9
	0.97023
	0.04470
	-1.27698
	0.00741

	TMEM106B
	ENSG00000106460
	7
	0.38929
	0.04903
	-0.43532
	0.03970

	TMEM176A
	ENSG00000002933
	7
	0.73261
	0.04113
	-1.19900
	0.01747

	TSPAN11
	ENSG00000110900
	12
	0.64670
	0.03727
	-1.37280
	0.03773

	TSPAN3
	ENSG00000140391
	15
	0.53991
	0.03733
	-0.91733
	0.03082

	USP53
	ENSG00000145390
	4
	0.36846
	0.04945
	-0.95281
	0.03106

	VANGL2
	ENSG00000162738
	1
	0.92410
	0.04331
	-0.84449
	0.03766

	VCAN
	ENSG00000038427
	5
	1.99925
	0.04796
	-1.22241
	0.04817

	VPS37A
	ENSG00000155975
	8
	0.54028
	0.03095
	-1.10885
	0.01273

	
	
	
	
	
	
	

	Male Down – Female Up

	ADGRB2
	ENSG00000121753
	1
	-0.71165
	0.02320
	0.73879
	0.03513

	CCDC110
	ENSG00000168491
	4
	-1.68386
	0.03376
	1.87521
	0.04444

	CLXN
	ENSG00000034239
	8
	-0.95973
	0.04573
	2.01525
	0.03506

	CNTN2
	ENSG00000184144
	1
	-0.90454
	0.04385
	1.79982
	0.02255

	CSTF2
	ENSG00000101811
	X
	-1.57583
	0.04691
	1.95476
	0.01525

	DGKH
	ENSG00000102780
	13
	-0.74904
	0.03378
	1.44100
	0.03088

	EBF3
	ENSG00000108001
	10
	-0.98372
	0.01640
	1.91309
	0.04496

	FCHO2
	ENSG00000157107
	5
	-1.05141
	0.02422
	1.52841
	0.02169

	GPR15LG
	ENSG00000188373
	10
	-1.42082
	0.03102
	2.94528
	0.03749

	KCNB2
	ENSG00000182674
	8
	-0.71119
	0.03066
	1.57641
	0.01987

	MBNL1
	ENSG00000152601
	3
	-0.58742
	0.01708
	0.54677
	0.01119

	NLRP9
	ENSG00000185792
	19
	-1.30477
	0.03828
	1.05532
	0.02596

	PDE4A
	ENSG00000065989
	19
	-0.93559
	0.01755
	1.49938
	0.03500

	PGAP4
	ENSG00000165152
	9
	-0.86581
	0.03167
	1.11524
	0.03545

	RASD2
	ENSG00000100302
	22
	-0.97676
	0.04584
	1.25522
	0.03537

	RPUSD3
	ENSG00000156990
	3
	-1.05634
	0.04619
	1.23052
	0.03317

	SORBS2
	ENSG00000154556
	4
	-1.61593
	0.03770
	1.83270
	0.04310

	SRPX2
	ENSG00000102359
	X
	-1.72159
	0.02556
	1.98773
	0.04454

	UGP2
	ENSG00000169764
	2
	-0.32020
	0.03906
	0.35597
	0.02501

	XKR9
	ENSG00000221947
	8
	-1.64039
	0.01135
	2.12507
	0.03108



[bookmark: _GoBack]Protein-coding genes differentially expressed (nominal p < 0.05) in both males (10 MDD-S/control pairs) and females (7 MDD-S/control pairs). Of the 101 shared DEGs, 24 changed in the same direction in both sexes (1 upregulated and 23 downregulated) and 77 in opposite directions (57 upregulated in males and downregulated in females, and 20 downregulated in males and upregulated in females). Genes are grouped by direction of change and listed alphabetically within each group. Expression was estimated from reads in the small RNA libraries that did not map to small RNA databases; differential expression was assessed separately in each sex with two-sided Student’s or Welch’s t-tests on CPM values. Log₂FC, log₂ (mean CPM in MDD-S / mean CPM in controls); P-value, nominal (uncorrected) p-value. CPM, counts per million; dlPFC, dorsolateral prefrontal cortex; MDD-S, major depressive disorder with death by suicide.
