Supplementary Table 10. Primer sequences for mRNA expression validation
	Gene symbol
	Ensembl ID
	Forward primer sequence (5'->3')
	Reverse primer sequence (5'->3')

	NR2C2
	ENSG00000177463
	CCAGCGCCAAGCAACTCATA
	GCAGAATCCGTGACAATCTGGA

	EEF1A1
	ENSG00000156508
	GAAGCTGGTATCTCCAAGAATGG
	CGACAATTAGTTGTTTCACACCC

	CANX
	ENSG00000127022
	TCCATGACAAGACCCCTTATACG
	ACCACAGATTGGTCAACCAGTA

	SATB1
	ENSG00000182568
	GATCATTTGAACGAGGCAACTCA
	TGGACCCTTCGGATCACTCA

	CELF2
	ENSG00000048740
	TTTGAGCCTTACGGAGCCG
	AACAACCTTTACTCTGCGGAG

	SMYD2
	ENSG00000143499
	CTCCAAGCATCTCGGATTCCC
	TGCAACATCAGGAAATATCGCTG

	ID2
	ENSG00000115738
	GCTATACAACATGAACGACTGCT
	AATAGTGGGATGCGAGTCCAG

	MCTP1
	ENSG00000175471
	AGTTTACGCCTATCAGACCTACA
	GATCGCTCAACCCGTTGGAAT

	RGS5
	ENSG00000143248
	GACATGGCCCAGAAAAGAATCC
	CACAAAGCGAGGCAGAGAATC

	ACTB
	ENSG00000075624
	CTCACCATGGATGATGATATCGC
	AGGAATCCTTCTGACCCATGC

	RPL13A
	ENSG00000142541
	GCCCTACGACAAGAAAAAGCG
	TACTTCCAGCCAACCTCGTGA

	GAPDH
	ENSG00000111640
	ACAACTTTGGTATCGTGGAAGG
	GCCATCACGCCACAGTTTC



[bookmark: _GoBack]Primers used for RT-qPCR of the target mRNAs selected from the miRNA–mRNA networks (NR2C2, EEF1A1, CANX, SATB1, and CELF2 in males; NR2C2, SMYD2, ID2, MCTP1, and RGS5 in females) and of the reference genes ACTB, RPL13A, and GAPDH whose geometric mean was used for normalization. cDNA was synthesized from total RNA with random hexamers. Each target was measured in both sexes. 

