Supplementary Table 7. GO biological processes enriched in both male-only and female-only DEGs in the dlPFC of MDD-S subjects (discovery cohort).

	GeneSet
	Description
	Male response
	Female response
	Male DEGs
	Female DEGs

	GO:0007409
	Axonogenesis
	33 genes 
(16 Up / 17 Down)
	41 genes 
(4 Up / 37 Down)
	Up: ITGB1; KIF5B; PICALM; CYFIP1; SIN3A; SPG11; IST1; ERBB2; PTPRM; CREB1; ADNP; FEZF2; ROBO1; TOP2B; CRPPA; SEMA4D
Down: DVL1; MAP6; BCL11B; EFNB3; B4GALT6; ARHGAP35; RAPH1; TTL; ADARB1; RTN4R; CELSR3; TRAK1; SYNGAP1; ADCY1; IFRD1; UNC5D; OLFM1
	Up: FLOT1; BRAF; PRICKLE1; PTPRO
Down: DOCK7; NFASC; NRDC; S100A6; ALCAM; BMPR1B; PALLD; ARHGEF28; POU3F2; UST; AUTS2; COBL; NRCAM; EXT1; FZD3; NTRK2; FGFR2; LGI1; PARD3; CNTN1; PTPN11; RAB21; SEMA4B; MT3; TAOK2; LLGL1; ULK2; APOE; MAP2K2; NUMBL; BMP7; KIAA1755; S100B; ANOS1; ARX; GDI1; OPHN1

	GO:0016049
	Cell growth
	35 genes 
(22 Up / 13 Down)
	43 genes 
(3 Up / 40 Down)
	Up: ENO1; ITGB1; CRYAB; CSNK2A3; RB1; CYFIP1; SIN3A; SPG11; IST1; CXCL16; ERBB2; PPP2R1A; ING5; ADNP; KLHL22; CTNNB1; EIF4G1; IL17RB; RICTOR; DDR1; SEMA4D; DDX3X
Down: DVL1; POSTN; SYT3; ITSN2; RAPH1; SERTAD2; TTL; RTN4R; CDKN1A; NRN1; IFRD1; NAIF1; OLFM1
	Up: PTCH2; PRICKLE1; SYT4
Down: AGT; SLC25A33; TGFB2; DNAJB2; EPB41L5; IGFBP5; ALCAM; BAP1; BLTP1; CD38; PDLIM5; RACK1; AUTS2; COBL; EGFR; NRCAM; EXT1; EXTL3; SDCBP; TNC; LGI1; NRG3; LAMTOR1; USP47; YAP1; ACVR1B; RAB21; RARG; CIB1; SEMA4B; MT3; SYT17; TAOK2; SOX9; ULK2; SMAD7; APOE; BST2; S100B; GDI1

	GO:0150146
	Cell junction disassembly
	4 genes 
(4 Up / 0 Down)
	5 genes 
(1 Up / 4 Down)
	Up: ITGB1; C3; CX3CR1; TREM2
	Up: PRICKLE1
Down: MAP4K4; IQSEC1; ADGRB3; TGFB3

	GO:0071496
	Cellular response to external stimulus
	29 genes 
(17 Up / 12 Down)
	31 genes 
(5 Up / 26 Down)
	Up: IFI16; SLC2A1; MAP1LC3B2; ATG14; TMEM87A; PIK3C3; ADNP; EIF4G1; PLD1; SEC13; CSNK1A1; RICTOR; HSPA5; PLIN2; RRAGA; TSC1; RRAGB
Down: WNT2B; SIRT1; MYOD1; GAS6; POSTN; ARHGAP35; KCNB1; SRD5A1; CASP8AP2; CDKN1A; KLF10; HABP4
	Up: USF1; GABARAPL1; EIF2S1; PPM1D; XBP1
Down: BCL10; GLUL; PIK3C2B; XPR1; NCOA1; NFE2L2; ATG7; LARS1; MAP3K5; EGFR; WIPI2; TLR4; TNC; AKR1C3; FAS; FADS1; HSPA8; LAMTOR1; ATXN3; CLEC16A; GABARAPL2; ADORA2B; SOX9; EP300; GAS2L1; SREBF2

	GO:0050890
	Cognition
	33 genes 
(18 Up / 15 Down)
	29 genes 
(10 Up / 19 Down)
	Up: NCSTN; ITGB1; PICALM; AAAS; HIF1A; CYFIP1; SPG11; KAT2A; INSR; CREB1; ADNP; OPRL1; CX3CR1; KIT; CRHBP; HLA-DRA; TREM2; TSC1
Down: B4GALT2; CAMK2N1; CHRM1; SHANK2; CCND2; GRIN2B; GABRA5; DLG4; HRH1; CAMK4; RGS14; SYNGAP1; ADCY1; NPTX2; ARC
	Up: PLK2; BRAF; CNTNAP2; POMK; VLDLR; RAG1; HTR2A; SLC8A3; ITGA3; SYT4
Down: SYT11; SLC1A4; SLC6A1; ADGRB3; BTBD9; EGFR; NTRK2; EIF4EBP2; B3GAT1; NRXN2; TMOD2; AMFR; SPECC1; ABCA7; APOE; SHISA7; S100B; DGCR2; EP300

	GO:0030705
	Cytoskeleton-dependent intracellular transport
	17 genes 
(9 Up / 8 Down)
	23 genes 
(5 Up / 18 Down)
	Up: HNRNPU; SNAPIN; AP3M1; KIF5B; LAMP1; HIF1A; SPG11; RHOT1; MYO5B
Down: DLG2; MAP6; TUB; FLOT2; KIF3B; TRAK1; PURA; BICD2
	Up: CCDC88B; PRICKLE1; SYNE2; SYT4; RPGR
Down: KIF1B; PEX14; TMEM201; KIF1A; INTU; KIF13A; MYO6; IFT22; SUN1; DYNC2H1; HSPA8; BORCS5; RAB21; CLUAP1; SPG7; MYO1C; AP3D1; SUN2

	GO:0060560
	Developmental growth involved in morphogenesis
	19 genes 
(9 Up / 10 Down)
	23 genes 
(2 Up / 21 Down)
	Up: ITGB1; CYFIP1; SIN3A; SPG11; IST1; ADNP; CTNNB1; DDR1; SEMA4D
Down: DVL1; POSTN; SYT3; ITSN2; RAPH1; TTL; RTN4R; NRN1; IFRD1; OLFM1
	Up: PRICKLE1; SYT4
Down: EPB41L5; ALCAM; FGF1; AUTS2; COBL; NRCAM; EXT1; TNC; FGFR2; YAP1; RAB21; RARG; SEMA4B; MT3; SYT17; SOX9; ULK2; APOE; TRIM28; S100B; GDI1

	GO:0006984
	ER-nucleus signaling
	7 genes 
(6 Up / 1 Down)
	9 genes 
(2 Up / 7 Down)
	Up: TMED2; SELENOS; BOK; ATF6B; ERLIN2; HSPA5
Down: SPRING1
	Up: EIF2S1; XBP1
Down: ZBTB7B; NFE2L2; SCAP; ATP2A2; AMFR; ABCA7; SREBF2

	GO:0016197
	Endosomal transport
	27 genes 
(20 Up / 7 Down)
	24 genes 
(2 Up / 22 Down)
	Up: LYST; SNX7; SORT1; ARHGAP1; PICALM; RDX; VPS11; GOLT1B; ATG14; TMEM87A; AP1G1; MYO5B; PIK3C3; RAB11B; CLTCL1; PXK; TMED9; RAB14; VCP; MSN
Down: RAB11FIP3; RAB11FIP4; ALMS1; ITSN2; RBSN; DENND1A; REPS2
	Up: SNX16; CORO1A
Down: LEPROT; STX12; BLTP1; TBC1D14; SQSTM1; SNX9; SNX30; UBAP1; STAM; WASHC2C; EHD1; LAMTOR1; RAB21; RAB35; HEATR5A; CLEC16A; EMP2; EPG5; AP3D1; MAP2K2; PLEKHJ1; TBC1D17

	GO:0015980
	Energy derivation by oxidation of organic compounds
	26 genes 
(22 Up / 4 Down)
	26 genes 
(3 Up / 23 Down)
	Up: COX8A; NDUFS8; CS; HIF1A; SELENOS; PHKG2; TRAP1; UQCRC2; NR1D1; ATP5F1D; COX6B1; INSR; MSH2; NDUFS1; SUCLG1; IDH3B; SUCLG2; PGM2; UQCC2; VCP; ABCD1; SLC25A14
Down: TIGAR; IRS1; MTFR1; NR4A3
	Up: NDUFS5; PID1; COX6A1
Down: AGL; AK4; FH; SLC25A33; GYG1; RHOA; IL6ST; SDHA; ACO1; SURF1; GHITM; CAT; DLAT; PFKM; COX4I1; MT3; ETFB; UQCRFS1; IFNAR1; ACO2; CHCHD10; SLC25A18; GYG2

	GO:0072594
	Establishment of protein localization to organelle
	34 genes 
(29 Up / 5 Down)
	39 genes
(6 Up / 33 Down)
	Up: LAPTM5; SORT1; AP3M1; NUP98; VPS11; APPL2; RAN; LAMP1; ATG14; SNUPN; SPG11; VPS13C; KPNB1; NUP85; RPL23; PIK3C3; BAX; FZD5; HCLS1; PXK; SEC13; SSR3; ZNF827; PPP1R10; AP4M1; LRWD1; SEC61G; HSPA5; TIMM17B
Down: PEX5; CDKN1A; E2F3; MAPK14; KCNQ3
	Up: APOD; COX18; SNX16; AIP; PRICKLE1; NUP88
Down: LEPROT; PEX14; PEX19; TPR; VPS13D; MFF; PEX13; BAP1; KPNA1; KPNA4; HSPA4; NUP155; SQSTM1; TSPAN17; BAG6; TRAF3IP2; NUP188; UBAP1; HK1; STAM; HSPA8; ZFAND6; CSNK2A2; WBP2; AP3D1; ELAVL1; TNPO2; TRIM28; CCT8; PTTG1IP; EP300; NUP50; SREBF2

	GO:0016236
	Macroautophagy
	32 genes 
(26 Up / 6 Down)
	32 genes 
(3 Up / 29 Down)

	Up: ATG4C; SNAPIN; SNX7; ATM; CAPN1; TMEM41B; MAP1LC3B2; ATG14; HIF1A; VIPAS39; SPG11; VPS13C; RNF213; PIK3C3; FZD5; SNAP29; MTMR14; PDCD6IP; EXOC1; ATG12; ATP6V0E1; UFL1; AP4M1; TSC1; VCP; SLC25A5
Down: YOD1; SIRT1; PEX5; TIGAR; ATG4D; ILRUN
	Up: UVRAG; GABARAPL1; CAPNS1
Down: ATP13A2; PIK3C2B; QSOX1; STX12; VPS13D; ATG7; RUBCN; UBA5; LRBA; TBC1D14; SQSTM1; ATP6V0E2; WIPI2; NRBP2; SNX30; STAM; ATP2A2; PACS2; ZFYVE26; CLEC16A; CSNK2A2; GABARAPL2; NBR1; RETREG3; ULK2; EPG5; TP53INP2; SREBF2; MTM1

	GO:0051402
	Neuron apoptotic process
	24 genes 
(17 Up / 7 Down)
	23 genes 
(5 Up / 18 Down)
	Up: CASP9; NCSTN; ATM; RB1; HIF1A; SPG11; BAX; UBE2M; BOK; MSH2; ADNP; CTNNB1; CX3CR1; GRID2; TREM2; POLB; RAD21
Down: SIRT1; KCNB1; ADARB1; EGR1; SYNGAP1; KCNQ3; ELK1
	Up: MCL1; BRAF; FZD1; HTR2A; CORO1A
Down: ATP13A2; TGFB2; RHOA; IL6ST; MAP3K5; RIPK1; NRBP2; CNTFR; NTRK2; FAS; ATN1; ERBB3; FAIM2; MAP3K12; TMBIM6; TGFB3; MT3; APOE

	GO:0051169
	Nuclear transport
	31 genes 
(23 Up / 8 Down)
	27 genes 
(3 Up / 24 Down)
	Up: DHX9; NUP160; NUP98; AAAS; APPL2; RAN; ANP32A; SNUPN; SPG11; KPNB1; NUP85; RPL23; RANBP3; IWS1; SSB; HCLS1; SEC13; SETD2; ABCE1; YTHDC1; PPP1R10; HNRNPA2B1; TSC1
Down: GAS6; STYX; EIF4E; RGS14; CDKN1A; E2F3; MAPK14; KCNQ3
	Up: APOD; PRICKLE1; NUP88
Down: AHCYL1; PTPN14; RBM8A; SMG7; TPR; KPNA1; KPNA4; NUP155; SQSTM1; TRAF3IP2; GLE1; NUP188; PTPN11; RITA1; WNK1; DDX19A; ALYREF; CASC3; ELAVL1; TNPO2; TRIM28; PTTG1IP; EP300; NUP50

	GO:0015931
	Nucleobase-containing compound transport
	24 genes 
(20 Up / 4 Down)
	26 genes 
(3 Up / 23 Down)
	Up: DHX9; NUP160; NUP98; AAAS; RAN; SNUPN; KPNB1; NUP85; IWS1; SRSF7; SSB; SLC25A17; SEC13; SETD2; YTHDC1; HNRNPA2B1; TSC1; ABCD1; SLC25A5; SLC25A53
Down: EIF4E; SLC35A4; ARC; BICD2
	Up: FLOT1; NUP88; SLC25A42
Down: RBM8A; SLC25A33; SMG7; TPR; NUP155; QKI; RIPK1; PEG10; ZC3H3; GLE1; NUP188; SLC25A16; SLC35C1; WNK1; UPF3A; DDX19A; ALYREF; CASC3; SLC35B1; EPG5; KHSRP; SLC19A1; NUP50

	GO:0009132
	Nucleoside diphosphate metabolic process
	11 genes
(8 Up / 3 Down)
	14 genes 
(1 Up / 13 Down)
	Up: ENO1; DDIT4; LIPA; PGAM1; RRM1; HIF1A; INSR; DTYMK
Down: DLG2; TIGAR; HDAC4
	Up: HTR2A
Down: AK4; GUK1; MAGI3; PFKFB2; ZBTB20; SLC4A4; HK1; PFKM; TPI1; PKM; JMJD8; NCOR1; EP300

	GO:1903008
	Organelle disassembly
	14 genes 
(12 Up / 2 Down)
	16 genes 
(2 Up / 14 Down)
	Up: SNX7; KIF5B; ATG14; HIF1A; VPS13C; FZD5; ABCE1; GFM2; UFL1; PLIN2; VCP; SLC25A5
Down: TIGAR; ATG4D
	Up: DYRK3; KIF19
Down: ATP13A2; VPS13D; ATG7; UBA5; LRBA; RACK1; SQSTM1; SNX30; CSNK2A2; RETREG3; ULK2; FKBP8; RRP7A; SREBF2

	GO:1990778
	Protein localization to cell periphery
	33 genes 
(16 Up / 17 Down)
	28 genes 
(5 Up / 23 Down)
	Up: RER1; ITGB1; KIF5B; NUMA1; PICALM; RDX; RHOG; LRP1; TMED2; ERBB2; ARL13B; EIF4G1; EPB41L2; TREM2; AP4M1; PDZD11
Down: ERRFI1; C1QL3; TSPAN14; TUB; CACNB3; GAS6; RAP2A; RAB26; DLG4; FLOT2; RAB40B; VAMP2; PALM; HYCC2; ITGB1BP1; KCNB1; ANK1
	Up: PID1; RAB3C; FLOT1; ITGA3; ARL13A
Down: EPB41; EFR3B; LYPD1; SPTBN1; CLASP2; P2RY1; ANK2; RACK1; SQSTM1; KIF13A; EGFR; IKBKB; LGI1; CD81; EHD1; LRP6; WNK1; PACS2; CIB1; EMP2; GRIN2C; RAB31; ZDHHC8

	GO:0034504
	Protein localization to nucleus
	25 genes 
(17 Up / 8 Down)
	29 genes
(3 Up / 26 Down)
	Up: HNRNPU; JAK1; NUP98; APPL2; RAN; PYGO1; SIN3A; SNUPN; SPG11; KPNB1; NUP85; RPL23; HCLS1; PARP9; SEC13; DCLK2; PPP1R10
Down: DVL1; TBRG1; SKP1; CDKN1A; E2F3; ILRUN; MAPK14; KCNQ3
	Up: APOD; PRICKLE1; NUP88
Down: ATP13A2; GLUL; TOR1AIP2; TPR; KPNA1; KPNA4; NUP155; SQSTM1; TRAF3IP2; SUN1; NUP188; TESK1; YAP1; ORMDL3; SOX9; ABCA7; ELAVL1; TNPO2; TRIM28; CCT8; PTTG1IP; CHCHD10; EP300; NUP50; RRP7A; SUN2

	GO:0072665
	Protein localization to vacuole
	10 genes 
(10 Up / 0 Down)
	11 genes 
(1 Up / 10 Down)
	Up: LAPTM5; SORT1; AP3M1; ATG14; VPS13C; PIK3C3; PXK; LMBRD1; AP4M1; RRAGA
	Up: SNX16
Down: ATP13A2; VPS13D; SQSTM1; LAMTOR4; UBAP1; STAM; CD81; HSPA8; LAMTOR1; AP3D1

	GO:0071826
	Protein-RNA complex organization
	22 genes 
(17 Up / 5 Down)
	19 genes 
(3 Up / 16 Down)
	Up: AGO4; DHX9; EIF3I; SF3A3; ZNHIT6; KIF5B; ATM; SF3B2; DDX42; PRPF8; EIF3K; PIH1D1; TFIP11; YTHDC1; EIF3B; BOP1; VCP
Down: CELF2; NOPCHAP1; POLR2D; AAR2; GEMIN5
	Up: DYRK3; EIF3M; XAB2
Down: ADAR; AGO1; XRCC5; RPSA; DDX46; DHX29; SETX; EIF3A; CELF1; EIF3F; DDX23; NOL3; ZNHIT3; SF3A2; YJU2; RRP7A

	GO:0032984
	Protein-containing complex disassembly
	26 genes 
(21 Up / 5 Down)
	26 genes 
(4 Up / 22 Down)
	Up: CAPZB; SNAPIN; DDIT4; KIF5B; RDX; MAP1LC3B2; ATG14; CFL2; VIPAS39; IST1; EIF5A; RPL23; PIK3C3; INSR; SNAP29; TFIP11; ABCE1; ADD1; ATG12; GFM2; VCP
Down: CAMSAP2; PEX5; TWF1; OGFOD1; ADD2
	Up: DYRK3; UVRAG; KIF19; NAPB
Down: PEX14; SPTBN1; APEH; CLASP2; RUBCN; WIPI2; SETX; ADD3; WASHC2C; CFL1; HSPA8; ATP2A2; NCKAP5L; WNK1; CIB1; TMOD2; CLEC16A; GSPT1; SMARCD2; TAOK1; EPG5; TRIOBP

	GO:0006403
	RNA localization
	25 genes 
(22 Up / 3 Down)
	20 genes 
(2 Up / 18 Down)
	Up: DHX9; EXOSC10; HNRNPU; ZNHIT6; ATM; NUP160; NUP98; AAAS; RAN; SNUPN; PARN; KPNB1; NUP85; PIH1D1; IWS1; SRSF7; SSB; SEC13; SETD2; YTHDC1; HNRNPA2B1; TSC1
Down: EIF4E; ARC; BICD2
	Up: FLOT1; NUP88
Down: RBM8A; SMG7; TPR; NUP155; QKI; PEG10; ZC3H3; GLE1; NUP188; WNK1; UPF3A; DDX19A; ALYREF; CASC3; ZNHIT3; KHSRP; CCT8; NUP50

	GO:0034248
	Regulation of amide metabolic process
	36 genes 
(25 Up / 11 Down)
	39 genes 
(3 Up / 36 Down)
	Up: AGO4; DHX9; HNRNPU; TRNAU1AP; DNAJC1; PGAM1; PICALM; TMED2; CYFIP1; TRAP1; C1QBP; EIF5A; ERBB2; EIF3K; SSB; EIF4G1; PLD1; ABCE1; GUF1; IFNGR1; UQCC2; EIF3B; NSMAF; TSC1; DDX3X
Down: NEURL1; SLC2A13; TIGAR; OGFOD1; WTIP; CNOT11; EIF4E3; EIF4E; GEMIN5; PURA; HABP4
	Up: LARP1B; EIF2S1; COA3
Down: AGO1; EIF4G3; EPRS1; RBM8A; TPR; EIF5B; IGFBP5; NFE2L2; ELP6; TRMT10C; DHX29; MRPS27; RACK1; QKI; EIF2AK1; ACO1; NTRK2; TRUB2; EIF4EBP2; CELF1; SPON1; PA2G4; UPF3A; DIO2; EIF2B2; NGRN; PKM; GSPT1; CASC3; MSI2; ORMDL3; ABCA7; APOE; ELAVL1; SAMD4B; SH3BGRL

	GO:0010506
	Regulation of autophagy
	31 genes 
(24 Up / 7 Down)
	28 genes 
(5 Up / 23 Down)
	Up: IFI16; SNX7; ATM; CAPN1; ATG14; HIF1A; VPS13C; PIK3C3; SNRNP70; BOK; FZD5; KLHL22; EIF4G1; SETD2; EXOC1; ATG12; ATP6V0E1; TREM2; UFL1; ENDOG; RRAGA; TSC1; RRAGB; SLC25A5
Down: ABL2; CCNY; SIRT1; TIGAR; EIF4E; EEF1A1; CDK16
	Up: MCL1; PLK2; TRIM22; UVRAG; CAPNS1
Down: ATP13A2; EIF4G3; QSOX1; VPS13D; RUBCN; VHL; TBC1D14; SQSTM1; ATP6V0E2; NRBP2; SNX30; TRIM68; WNK1; CLEC16A; CSNK2A2; ORMDL3; TLK2; ULK2; FKBP8; TICAM1; EP300; SREBF2; MTM1

	GO:0022604
	Regulation of cell morphogenesis
	23 genes 
(13 Up / 10 Down)
	21 genes 
(2 Up / 19 Down)
	Up: AGO4; CAPZB; STRIP1; CORO1B; RDX; RHOG; ITGA7; CYFIP1; FMNL2; ITGB2; KIT; SEMA4D; MSN
Down: DVL1; DLG4; ARHGAP35; PALM; SYT3; WTIP; ITSN2; SHROOM3; ARC; FGD1
	Up: CORO1A; SYT4
Down: CDC42SE1; P2RY1; SPARC; PHIP; CUX1; GNA12; MKLN1; STRIP2; KANK1; ARAP1; CFL1; FBXW8; FGD6; RAB21; RHOJ; SYT17; TAOK2; ARHGEF18; MYH14

	GO:0043549
	Regulation of kinase activity
	33 genes 
(19 Up / 14 Down)
	36 genes 
(7 Up / 29 Down)
	Up: HNRNPU; PDCD4; LRP5; MEN1; RB1; ERBB2; MAP2K3; INSR; PIH1D1; RASSF2; TAB1; DIPK2A; ROBO1; HERC5; CD74; TAF7; TREM2; DDX3X; SYAP1
Down: ERRFI1; CCNY; SIRT1; CCND2; TIGAR; GAS6; NTRK3; DLG4; ITGB1BP1; ADARB1; RGS14; CDKN1A; EEF1A1; GNAQ
	Up: SLC8A1; TLR6; DUSP1; DIRAS2; UVRAG; SLC8A3; CEMIP
Down:  ADAR; AGT; DDR2; TGFB2; XRCC5; RHOA; CCNG1; FGF1; MAP3K5; SNX9; EGFR; ADAM9; FGFR1; TESK1; TLR4; STOX1; ZFP91; LRP6; MAP3K12; GSKIP; SOCS4; CIB1; EMP2; GPRC5B; MT3; TAOK2; APOE; MAP2K2; ZNF675

	GO:0099177
	Regulation of trans-synaptic signaling
	42 genes 
(15 Up / 27 Down)
	38 genes
(12 Up / 26 Down)
	Up: NCSTN; SNAPIN; ITGB1; KIF5B; CYFIP1; USP8; KAT2A; GRIN2D; ADNP; CX3CR1; GNAI2; PXK; GRID2; KIT; SYAP1
Down: DLGAP3; DVL1; TPRG1L; NEURL1; CHRM1; SHANK2; GRIN2B; KCNMB4; SV2B; DLG4; EFNB3; VAMP2; KCNB1; SYNGR1; CAMKV; GRM2; HRH1; EIF4E; CPLX2; RGS14; SYNGAP1; ADCY1; LRRC4; VGF; ARC; KCNQ3; FRRS1L
	Up: SLC4A10; GRM7; MCTP1; PLK2; FLOT1; BRAF; HTR2A; SLC8A3; MPP2; SYT4; SYN1; SYP
Down: KCNJ10; SYT11; CSPG5; P2RY1; SLC6A1; CD38; SLC1A3; SQSTM1; BTBD9; GABBR1; EGFR; NTRK2; EIF4EBP2; GRID1; LGI1; NRG3; GRIK4; ATP2A2; ADORA2B; GRIN2C; NLGN2; APOE; SHISA7; S100B; BCR; OPHN1

	GO:0010038
	Response to metal ion
	26 genes 
(14 Up / 12 Down)
	32 genes 
(4 Up / 28 Down)
	Up: CASP9; NCSTN; S100A16; HVCN1; HIF1A; IMPA2; ATP5F1D; CREB1; DTYMK; SETD2; TF; ADD1; KIT; CRHBP
Down: KCNMA1; DLG2; SYT13; KCNA1; KCNMB4; TIGAR; DLG4; SYT3; KCNB1; NFATC2; ADCY1; KCNQ3
	Up: BRAF; KCNC2; EIF2S1; SYT4
Down: AHCYL1; ATP13A2; KCNJ10; SYT11; CARF; NFE2L2; SLC6A1; SOD3; GPLD1; EGFR; ADAM9; CPNE3; ACO1; AKR1C3; CHUK; UROS; CAT; MNAT1; CACNA1H; CPNE2; DDX19A; MT1X; MT2A; MT3; SYT17; ITPKC; GDI1; MAOB

	GO:0031667
	Response to nutrient levels
	37 genes 
(24 Up / 13 Down)
	38 genes 
(5 Up / 33 Down)
	Up: IFI16; SLC16A1; SLC2A1; LIPA; A2M; APPL2; MAP1LC3B2; ATG14; KAT2A; PIK3C3; BAX; STAT1; EIF4G1; GNAI2; PLD1; SEC13; CSNK1A1; RICTOR; GPT; HSPA5; PLIN2; RRAGA; TSC1; RRAGB
Down: WNT2B; SIRT1; MYOD1; SHANK2; GAS6; POSTN; SSTR2; KCNB1; SRD5A1; CDKN1A; MAPK14; VGF; KLF10
	Up: USF1; GABARAPL1; EIF2S1; PPM1D; XBP1
Down: AGL; BCL10; GLUL; PIK3C2B; XPR1; NCOA1; NFE2L2; ATG7; SCAP; LARS1; BCKDHB; MAP3K5; EGFR; EIF2AK1; WIPI2; TNC; AKR1C3; FAS; CAT; FADS1; HSPA8; LAMTOR1; ATN1; ATXN3; CLEC16A; GABARAPL2; MT3; ULK2; APOE; BMP7; EP300; GAS2L1; SREBF2

	GO:0043434
	Response to peptide hormone
	33 genes 
(22 Up / 11 Down)
	43 genes 
(4 Up / 39 Down)
	Up: JAK1; SLC2A1; SORT1; SRSF4; TGFBR3; LRP5; APPL2; EIF2B1; STAT2; TNS2; RB1; CYFIP1; SELENOS; VPS13C; INSR; CREB1; STAT1; GNAI2; CRHBP; GPT; TSC1; SYAP1
Down: ERRFI1; PIK3R3; SIRT1; VAMP2; IRS1; EGR1; SRD5A1; MAPK14; MAS1; VGF; NR4A3
	Up: USF1; PID1; BRAF; XBP1
Down: AGT; AGTRAP; AHCYL1; DDR2; EIF2B3; EPRS1; LEPROT; NUCKS1; SLC25A33; ZBTB7B; HADHA; IGFBP5; MBD5; NCOA1; NFE2L2; SCAP; HADH; ZBED3; GPLD1; PHIP; KANK1; SLC2A8; CHUK; EIF4EBP2; CAT; INPPL1; LRP6; PTPN11; EDNRB; EIF2B2; PKM; TCF12; ZNF106; ZNF592; MYO1C; PRKCA; RAB31; BMP7; GPR173

	GO:0022613
	Ribonucleoprotein complex biogenesis
	36 genes 
(29 Up / 7 Down)
	36 genes 
(6 Up / 30 Down)
	Up: AGO4; DHX9; EIF3I; EXOSC10; RNASEL; SF3A3; ZNHIT6; DDX21; RRP12; ATM; SF3B2; RAN; C1QBP; DDX42; PRPF8; UTP6; EIF3K; PIH1D1; PES1; RIOX2; ABCE1; FRG1; YTHDC1; RIOK1; EIF3B; BOP1; TSC1; DDX3X; UTP14A
Down: CELF2; EMG1; NOPCHAP1; POLR2D; AAR2; GEMIN5; PAK1IP1
	Up: BRIX1; EIF3M; TBL3; METTL16; NUP88; XAB2
Down: ADAR; AGO1; GLUL; EIF5B; WDR43; XRCC5; RPSA; DDX46; DHX29; WDR46; GTPBP10; UTP23; SETX; EIF3A; CELF1; EIF3F; LTO1; DDX23; DDX54; PA2G4; UTP20; FCF1; NGRN; NOL3; ZNHIT3; RBFA; SF3A2; YJU2; RRP1B; RRP7A

	GO:0007264
	Small GTPase mediated signal transduction
	38 genes 
(20 Up / 18 Down)
	44 genes 
(5 Up / 39 Down)
	Up: ARHGAP12; ITGB1; LIPA; ARHGAP1; RDX; RHOG; KBTBD7; RB1; PLEKHG3; CYFIP1; USP8; ERBB2; RHOT1; RGL3; PLD1; ROBO1; CSNK1A1; RUFY1; CTNNAL1; SEMA4D
Down: ABL2; CHML; DHCR24; GNB1; RHOBTB1; ARHGAP20; RAP2A; RUNDC3A; ARHGAP33; ARHGAP35; RTN4R; ARHGEF3; CDKN1A; SYNGAP1; PSD3; DENND1A; ARHGEF9; FGD1
	Up: PLK2; FLOT1; COL1A2; AKAP13; ITGA3
Down: CDC42SE1; DOCK7; RAB4A; RHOC; TGFB2; ARHGEF4; MAP4K4; PSD4; IQSEC1; RHOA; ARHGEF28; SQSTM1; PLEKHG1; ADCYAP1R1; AUTS2; GNA12; SDCBP; KANK1; RAPGEF1; CHUK; DOCK1; KNDC1; RASGEF1A; ARAP1; ARHGEF12; ARRB1; CFL1; RAB30; RAB21; RAB35; RHOJ; PLD2; APOE; ARHGEF18; MYO9B; BCR; AMOT; GDI1; OPHN1

	GO:0006413
	Translational initiation
	11 genes 
(8 Up / 3 Down)
	14 genes 
(2 Up / 12 Down)
	Up: EIF3I; EIF2B1; TMED2; EIF3K; EIF4G1; ABCE1; EIF3B; DDX3X
Down: EIF4E3; EIF4E; HABP4
	Up: EIF3M; EIF2S1
Down: EIF2B3; EIF4G3; TPR; EIF5B; DHX29; EIF2AK1; EIF3A; EIF4EBP2; EIF3F; LTO1; EIF2B2; SH3BGRL

	GO:0051648
	Vesicle localization
	20 genes 
(18 Up / 2 Down)
	19 genes 
(2 Up / 17 Down)
	Up: SNAPIN; AP3M1; KIF5B; PICALM; TMED2; SPG11; AP1G1; TRAPPC1; MYO5B; TRAPPC8; RAB11B; TPGS1; SNAP29; CTNNB1; PDCD6IP; EXOC1; TMED9; EXOC2
Down: KIF3B; TRAK1
	Up: SYT4; SYN1
Down: ATP13A2; SYT11; KIF1A; TRAPPC12; CLASP2; CTBP1; KIF13A; MYO6; SDCBP; TESK1; STAM; ARFGAP2; BORCS5; MYO1C; NLGN2; AP3D1; ARFGAP3



[bookmark: _GoBack]Gene Ontology (GO) biological process terms enriched (e.g., nominal p < 0.05) both among the 956 DEGs found only in males and among the 1,042 DEGs found only in females (over-representation analysis, WebGestalt). None of the 101 DEGs shared by both sexes is included. For each term, the number of annotated DEGs in each sex is shown, split into upregulated (Up) and downregulated (Down) genes in MDD-S vs. control subjects, and the genes are listed. Terms are listed alphabetically. The terms shown in Fig. 6g are the 25 with the largest total number of DEGs (males + females). dlPFC, dorsolateral prefrontal cortex; MDD-S, major depressive disorder with death by suicide.
