[bookmark: _GoBack]Supplementary Table 2. Differentially expressed miRNAs in the dlPFC of MDD-S and control subjects with both sexes combined (discovery cohort).

	miRNA ID
	miRBase 
(Acc. No.)
	Locus
	Log₂FC
	P-value
	P.adj

	p < 0.05

	hsa-miR-1246
	MIMAT0005898
	chr2: 176600980-176601052
	2.70108
	1.68×10−5
	0.02974

	hsa-miR-4478
	MIMAT0019006
	chr9: 122120082-122120167
	−1.35321
	5.33×10−5
	0.04726

	hsa-miR-1290
	MIMAT0005880
	chr1: 18897071-18897148
	2.35512
	1.68×10−4
	0.09949

	hsa-miR-10395-5p
	MIMAT0041621
	chr19: 12703601-12703664
	1.73995
	8.95×10−4
	0.39680

	hsa-miR-1299
	MIMAT0005887
	chr9: 40929010-40929092
	−1.14763
	0.00197
	0.69904

	hsa-miR-6807-5p
	MIMAT0027514
	chr19: 58550285-58550376
	−0.68285
	0.00418
	0.97782

	hsa-miR-4791
	MIMAT0019963
	chr3: 19314848-19314931
	0.81161
	0.00431
	0.97782

	hsa-miR-1237-3p
	MIMAT0005592
	chr11: 64368602-64368703
	1.21125
	0.00441
	0.97782

	hsa-miR-5680
	MIMAT0022468
	chr8: 102125432-102125515
	−0.67362
	0.00572
	0.99979

	hsa-miR-5684
	MIMAT0022473
	chr19: 12787128-12787192
	1.50237
	0.00578
	0.99979

	hsa-miR-9901
	MIMAT0039321
	chr16: 34163578-34163673
	1.90569
	0.00818
	0.99979

	hsa-miR-4733-5p
	MIMAT0019857
	chr17: 31094350-31094425
	−1.71371
	0.01017
	0.99979

	hsa-miR-3960
	MIMAT0019337
	chr9: 127785833-127785923
	1.38474
	0.01553
	0.99979

	hsa-miR-10397-5p
	MIMAT0041625
	chr5: 10402364-10402431
	−1.10694
	0.01775
	0.99979

	hsa-miR-520a-5p
	MIMAT0002833
	chr19: 53690881-53690965
	0.82794
	0.01914
	0.99979

	hsa-miR-33a-3p
	MIMAT0004506
	chr22: 41900944-41901012
	0.47326
	0.01957
	0.99979

	hsa-miR-4717-3p
	MIMAT0019830
	chr16: 2274620-2274691
	0.83251
	0.02033
	0.99979

	hsa-miR-6718-5p
	MIMAT0025849
	chr18: 3885353-3885432
	−0.70511
	0.02037
	0.99979

	hsa-miR-6733-3p
	MIMAT0027368
	chr1: 43171652-43171712
	0.80379
	0.02296
	0.99979

	hsa-miR-7843-5p
	MIMAT0030411
	chr14: 72516820-72516898
	1.65553
	0.02363
	0.99979

	hsa-miR-504-3p
	MIMAT0026612
	chrX: 138667711-138667793
	0.82516
	0.02480
	0.99979

	hsa-miR-6785-5p
	MIMAT0027470
	chr17: 75498548-75498628
	−0.86583
	0.02498
	0.99979

	hsa-miR-6804-3p
	MIMAT0027509
	chr19: 55230885-55230952
	−1.30528
	0.02976
	0.99979

	hsa-miR-2115-3p
	MIMAT0011159
	chr3: 48316360-48316459
	−0.50794
	0.03063
	0.99979

	hsa-miR-513a-5p
	MIMAT0002877
	chrX: 147213463-147213591; chrX: 147225826-147225952
	−0.52279
	0.03404
	0.99979

	hsa-miR-518a-3p
	MIMAT0002863
	chr19: 53731006-53731090; chr19: 53739333-53739419
	−1.33117
	0.03630
	0.99979

	hsa-miR-1275
	MIMAT0005929
	chr6: 33999972-34000051
	−0.37370
	0.03803
	0.99979

	hsa-miR-7156-5p
	MIMAT0028222
	chr1: 77060143-77060202
	−1.04697
	0.03831
	0.99979

	hsa-miR-6820-3p
	MIMAT0027541
	chr22: 37967563-37967624
	−1.23164
	0.04203
	0.99979

	hsa-miR-6789-3p
	MIMAT0027479
	chr19: 2235829-2235926
	0.99747
	0.04206
	0.99979

	hsa-miR-6515-3p
	MIMAT0025487
	chr19: 12940484-12940540
	1.05961
	0.04437
	0.99979

	hsa-miR-6515-5p
	MIMAT0025486
	chr19: 12940484-12940540
	−0.30609
	0.04531
	0.99979

	hsa-miR-518c-5p
	MIMAT0002847
	chr19: 53708735-53708835
	1.83091
	0.04724
	0.99979

	hsa-miR-496
	MIMAT0002818
	chr14: 101060573-101060674
	−0.34085
	0.04891
	0.99979

	

	0.05 ≤ p < 0.1

	hsa-miR-1271-5p
	MIMAT0005796
	chr5: 176367946-176368031
	0.38669
	0.05071
	0.99979

	hsa-miR-4508
	MIMAT0019045
	chr15: 23562062-23562131
	1.09219
	0.05154
	0.99979

	hsa-miR-514a-3p
	MIMAT0002883
	chrX: 147284641-147284728; chrX: 147279247-147279344; chrX: 147281943-147282030
	−0.64474
	0.05226
	0.99979

	hsa-miR-1537-3p
	MIMAT0007399
	chr1: 235853000-235853021
	0.60148
	0.05280
	0.99979

	hsa-miR-1304-3p
	MIMAT0022720
	chr11: 93733674-93733764
	0.48899
	0.05503
	0.99979

	hsa-miR-520g-5p
	MIMAT0026611
	chr19: 53722166-53722255
	−1.28194
	0.05550
	0.99979

	hsa-miR-4662a-3p
	MIMAT0019732
	chr8: 124821985-124822051
	2.09844
	0.05572
	0.99979

	hsa-miR-4765
	MIMAT0019916
	chr2: 32635255-32635331
	2.09834
	0.05573
	0.99979

	hsa-miR-6511a-5p
	MIMAT0025478
	chr16: 14925937-14926003; chr16: 16324588-16324654; chr16: 18344013-18344079
	−0.51344
	0.05774
	0.99979

	hsa-miR-4482-3p
	MIMAT0020958
	chr10: 104268336-104268405
	1.50436
	0.05774
	0.99979

	hsa-miR-3085-3p
	MIMAT0048636
	chr10: 97875813-97875897
	−0.77991
	0.05829
	0.99979

	hsa-miR-210-5p
	MIMAT0026475
	chr11: 568089-568198
	1.55616
	0.05834
	0.99979

	hsa-miR-6751-5p
	MIMAT0027402
	chr11: 65129916-65129978
	0.53919
	0.05925
	0.99979

	hsa-miR-3612
	MIMAT0017989
	chr12: 128294092-128294178
	0.57742
	0.06028
	0.99979

	hsa-miR-122-5p
	MIMAT0000421
	chr18: 58451074-58451158
	0.50047
	0.06259
	0.99979

	hsa-miR-1287-3p
	MIMAT0026738
	chr10: 98395218-98395307
	0.72256
	0.06483
	0.99979

	hsa-miR-4800-5p
	MIMAT0019978
	chr4: 2250077-2250156
	−1.30412
	0.06508
	0.99979

	hsa-miR-4719
	MIMAT0019832
	chr16: 76868936-76869019
	1.07090
	0.06527
	0.99979

	hsa-miR-1236-5p
	MIMAT0022945
	chr6: 31956839-31956940
	0.61078
	0.06633
	0.99979

	hsa-miR-544b
	MIMAT0015004
	chr3: 124732439-124732516
	−1.42432
	0.06750
	0.99979

	hsa-miR-3196
	MIMAT0015080
	chr20: 63238779-63238842
	1.03443
	0.06794
	0.99979

	hsa-miR-6502-5p
	MIMAT0025460
	chr12: 66251082-66251157
	1.69488
	0.06920
	0.99979

	hsa-miR-6841-3p
	MIMAT0027585
	chr8: 24953796-24953867
	−1.69711
	0.06960
	0.99979

	hsa-miR-6796-3p
	MIMAT0027493
	chr19: 40369846-40369907
	1.26252
	0.07041
	0.99979

	hsa-miR-6750-3p
	MIMAT0027401
	chr11: 64898363-64898437
	−1.17563
	0.07047
	0.99979

	hsa-miR-133a-5p
	MIMAT0026478
	chr18: 21825698-21825785; chr20: 62564912-62565013
	1.35834
	0.07066
	0.99979

	hsa-miR-3529-5p
	MIMAT0019828
	chr15: 88611847-88611924
	−0.37501
	0.07270
	0.99979

	hsa-miR-6886-5p
	MIMAT0027672
	chr19: 11113474-11113534
	−0.42620
	0.07296
	0.99979

	hsa-miR-150-3p
	MIMAT0004610
	chr19: 49500785-49500868
	−0.79785
	0.07777
	0.99979

	hsa-miR-550a-3-5p
	MIMAT0020925
	chr7: 29680734-29680828
	−0.43143
	0.07994
	0.99979

	hsa-miR-4443
	MIMAT0018961
	chr3: 48196564-48196616
	−0.44859
	0.08040
	0.99979

	hsa-miR-4488
	MIMAT0019022
	chr11: 61508596-61508657
	1.11406
	0.08137
	0.99979

	hsa-miR-4455
	MIMAT0018977
	chr4: 184938383-184938440
	−0.55971
	0.08139
	0.99979

	hsa-miR-4709-3p
	MIMAT0019812
	chr14: 74480133-74480204
	0.70467
	0.08203
	0.99979

	hsa-miR-10398-5p
	MIMAT0041627
	chr6:41733554-41733610
	0.99381
	0.08211
	0.99979

	hsa-miR-4797-3p
	MIMAT0019973
	chr3: 197293878-197293948
	0.92918
	0.08244
	0.99979

	hsa-miR-10401-5p
	MIMAT0041633
	chr21:8206563-8206618
	1.00341
	0.08249
	0.99979

	hsa-miR-3675-5p
	MIMAT0018098
	chr1: 16858949-16859021
	0.72055
	0.08287
	0.99979

	hsa-miR-3138
	MIMAT0015006
	chr4: 10078622-10078645
	1.43179
	0.08503
	0.99979

	hsa-miR-510-3p
	MIMAT0026613
	chrX: 147272335-147272408
	−1.20330
	0.08515
	0.99979

	hsa-miR-3609
	MIMAT0017986
	chr7: 98881650-98881729
	0.98235
	0.08531
	0.99979

	hsa-miR-5696
	MIMAT0022489
	chr2: 101309450-101309534
	−1.07024
	0.08533
	0.99979

	hsa-miR-3922-5p
	MIMAT0019227
	chr12: 104591633-104591716
	−1.43098
	0.08580
	0.99979

	hsa-miR-7151-3p
	MIMAT0028213
	chr10: 67403351-67403410
	0.47678
	0.08663
	0.99979

	hsa-miR-548as-5p
	MIMAT0022267
	chr13: 92490163-92490220
	−0.49728
	0.08686
	0.99979

	hsa-miR-412-3p
	MIMAT0002170
	chr14: 101065447-101065537
	−1.21650
	0.08933
	0.99979

	hsa-miR-4753-5p
	MIMAT0019890
	chr1: 235190034-235190116
	0.92322
	0.09331
	0.99979

	hsa-miR-12135
	MIMAT0049031
	chr15: 73299910-73299979
	−0.46462
	0.09428
	0.99979

	hsa-miR-6873-3p
	MIMAT0027647
	chr6: 33287227-33287289
	1.06647
	0.09551
	0.99979

	hsa-miR-450a-1-3p
	MIMAT0022700
	chrX: 134540341-134540431
	0.48505
	0.09643
	0.99979

	hsa-miR-4520-2-3p
	MIMAT0020300
	chr17: 6655449-6655502
	0.46238
	0.09835
	0.99979

	hsa-miR-6867-5p
	MIMAT0027634
	chr17: 40193597-40193663
	−0.36361
	0.09842
	0.99979

	hsa-miR-3660
	MIMAT0018081
	chr5: 90016621-90016720
	0.53372
	0.09919
	0.99979

	hsa-miR-3150a-3p
	MIMAT0015023
	chr8: 95072914-95072993
	0.56823
	0.09944
	0.99979

	hsa-miR-4659a-5p
	MIMAT0019726
	chr8: 6745164-6745244
	−1.08374
	0.09947
	0.99979



Small RNA sequencing of 17 MDD-S and 17 control subjects (10 male and 7 female pairs). Differential expression was assessed with DESeq2, including case–control pair and diagnosis in the model. miRNAs are listed separately for nominal p < 0.05 (34 miRNAs; 17 upregulated and 17 downregulated) and 0.05 ≤ p < 0.1 (55 miRNAs; 33 upregulated and 22 downregulated), ordered by p value. Log₂FC, log₂ fold change (MDD-S vs. control); positive values indicate upregulation in MDD-S. P-value, nominal (uncorrected) p-value; P.adj, Benjamini–Hochberg-adjusted p-value. miRBase (Acc. No.), miRBase v22.1 accession number of the mature miRNA; Locus, genomic coordinates of the precursor (GRCh38). dlPFC, dorsolateral prefrontal cortex; MDD-S, major depressive disorder with death by suicide.
