
M1 p53, DNA damage & chromatin
M2 Mitochondria, redox,

proteostasis & lamina
M3 FOXO–AMPK–MAPK

 stress signaling

M4 IIS/mTOR growth signaling M5 Autophagy & ER stress

M6 Mitotic checkpoint
& nucleotide/ATP supply

Core genes form one connected network: 461 high-confidence interactions among 101 genes (STRING ≥ 0.7)
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