Table 5. Clinically significant prostate cancer (Grade Group ≥2) detected by targeted versus combined biopsy: post hoc analysis.
A. Detection of clinically significant prostate cancer
	Population
	n
	Targeted biopsy, n (%)
	Added by systematic cores, n (%)
	Combined biopsy (targeted + added), n (%)
	95% CI
	p

	All sessions
	306
	145 (47.4)
	10 (3.3)
	155 (50.7)
	[1.3 - 5.3]
	0.002

	PIRADS 3 and 5
	148
	85 (57.4)
	2 (1.4)
	87 (58.8)
	[−0.5 - 3.2]
	0.500

	PIRADS 4, all
	158
	60 (38.0)
	8 (5.1)
	68 (43.0)
	[1.6 - 8.5]
	0.008

	ADC <750
	37
	25 (67.6)
	1 (2.7)
	26 (70.3)
	[−2.5 - 7.9]
	1.000

	ADC ≥750
	121
	35 (28.9)
	7 (5.8)
	42 (34.7)
	[1.6 - 9.9]
	0.016


B. Grade Group of the cancers detected only by systematic cores
	Population
	Added PCa by systematic cores, any grade
	GG1
	GG2
	GG3
	GG4
	GG ≥2 (added csPCa)

	All sessions
	12
	2
	7
	1
	2
	10

	PIRADS 3 and 5
	3
	1
	2
	0
	0
	2

	PIRADS 4, all
	9
	1
	5
	1
	2
	8

	ADC <750
	1
	0
	0
	1
	0
	1

	ADC ≥750
	8
	1
	5
	0
	2
	7


ADC, apparent diffusion coefficient (×10⁻⁶ mm²/s); CI, confidence interval; csPCa, clinically significant prostate cancer; GG, Grade Group; PIRADS, Prostate Imaging Reporting and Data System. csPCa was defined as GG ≥2; this analysis was not prespecified. Every patient underwent both biopsies, so the targeted and combined columns describe the same patients and are not additive; combined-biopsy detection equals targeted-biopsy detection plus the cancers added by systematic cores (e.g., 145 + 10 = 155). Rows are nested: PIRADS 3 and 5 plus PIRADS 4 sum to all sessions, and the two ADC groups sum to all PIRADS 4. In panel B, the GG ≥2 column of each row equals the “any grade” count minus the GG1 count. p values from the McNemar test for paired proportions; bold indicates p < 0.05.
