	Genome ID
	Genome source
	Isolation study
	Isolation source
	Geographic origin
	Contigs
	Completeness
	Genome size (bp)
	GC content (%)
	CDS
	Plasmids

	VC009
	This study
(SAMN62934696)
	68
	Seawater
	MS
	2
	99.27*
	5,304,048
	45.5
	4767
	0

	VC010
	This study
(SAMN62934697)
	68
	Seawater
	MS
	3
	99.27*
	5,750,727
	45.8
	5195
	1

	VC011
	This study
(SAMN62934698)
	68
	Seawater
	MS
	3
	99.27*
	5,750,838
	45.8
	5193
	1

	VC013
	This study
(SAMN62934699)
	68
	Seawater
	MS
	8
	97.69*
	5,635,791
	45.8
	5108
	1

	VC070
	This study
(SAMN62934700)
	69
	Seawater
	MS
	3
	99.4*
	5,952,804
	45.7
	5409
	1

	VC099
	This study
(SAMN62934701)
	69
	Coral
	MS
	3
	95.52
	5,465,184
	45.6
	4938
	1

	VC105
	This study
(SAMN62934702)
	69
	Coral
	MS
	6
	99.4*
	5,665,345
	45.7
	5155
	1

	VC151
	This study
(SAMN62934703)
	69
	Coral
	MS
	3
	99.27*
	6,014,825
	45.7
	5537
	1

	VC156
	This study
(SAMN62934704)
	69
	Coral
	MS
	3
	99.4*
	5,988,148
	45.8
	5496
	1

	VC165
	This study
(SAMN62934705)
	69
	Coral
	MS
	3
	99.4*
	5,988,270
	45.8
	5494
	1

	VC193
	This study
(SAMN62934706)
	69
	Coral
	MS
	3
	99.4*
	5,988,135
	45.8
	5497
	1

	VC201
	This study
(SAMN62934707)
	69
	Coral
	MS
	3
	99.27*
	6,014,855
	45.7
	5535
	1

	VC228
	This study
(SAMN62934708)
	69
	Coral
	MS
	4
	99.4*
	6,542,744
	45.8
	6083
	1

	VC241
	This study
(SAMN62934709)
	69
	Coral
	MS
	3
	99.4*
	6,356,818
	45.8
	5873
	1

	VC242
	This study
(SAMN62934710)
	69
	Coral
	MS
	3
	99.4*
	6,481,985
	46
	6033
	1

	VC258
	This study
(SAMN62934711)
	69
	Coral
	MS
	3
	99.4*
	6,359,860
	45.8
	5880
	1

	VC377
	This study
(SAMN62934712)
	70
	Coral
	MS
	5
	99.4*
	5,732,996
	45.7
	5246
	1

	58
	NCBI/complete genome (GCF_001693615.1)
	71
	Oyster
	PO

	3
	99.4*
	5,490,011
	45.6
	4951
	1

	BAA450
	NCBI/complete genome (GCF_040783445.1)
	26
	Oyster
	IO
	3
	99.4*
	5,709,539
	45.7
	5129
	1

	A4
	NCBI/complete genome (GCF_054053365.1)
	NA
	Coral
	AO
	2
	99.4*
	5,421,480
	45.6
	4828
	0

	OCN008
	NCBI/complete genome (GCF_011212705.1)
	72
	Coral
	PO
	3
	99.27*
	5,634,694
	45.8
	5157
	1

	OCN014
	NCBI/complete genome (GCF_040783435.1)
	23
	Coral
	PO
	3
	99.26*
	5,732,794
	45.8
	5287
	1

	Rb102
	NCBI/complete genome (GCF_029541605.1)
	73
	Sea urchin
	PO
	3
	99.4*
	5,758,353
	45.9
	5176
	1

	RE22
	NCBI/complete genome (GCF_001297935.1)
	74
	Shell fish
	PO
	3
	99.37*
	5,784,972
	45.8
	5169
	1

	RE98
	NCBI/complete genome (GCF_000772065.1)
	75
	Shell fish
	PO
	4
	99.4*
	6,037,824
	45.5
	5657
	1

	S2052
	NCBI/complete genome (GCF_000967465.2)
	76
	Sediment
	PO
	3
	96.89
	5,436,865
	45.8
	4918
	1

	SNUTY
	NCBI/complete genome (GCF_002073995.1)
	25
	Oyster
	PO
	4
	97.2
	5,842,676
	45.6
	6125
	1

	09-121-3
	NCBI/draft genome (GCF_013114385.1)
	77
	Aquaculture
	NA
	44
	99.35
	5,823,985
	45.5
	5372
	1

	AIC5
	NCBI/draft genome (GCF_013114665.1)
	77
	Oyster
	AO
	37
	99.4
	5,565,848
	45.6
	5050
	1

	ATCC19105
	NCBI/draft genome (GCF_013114685.1)
	77
	Shell fish
	AO
	46
	99.4
	5,485,703
	45.3
	5033
	1

	BH52
	NCBI/draft genome (GCF_046269195.1)
	NA
	Coral
	PO
	35
	99.4
	5,548,177
	45.7
	5068
	1

	CN26H1
	NCBI/draft genome (GCF_013266555.1)
	78
	Coral
	AO
	51
	99.4
	5,295,939
	45.5
	4759
	1

	CN52H1
	NCBI/draft genome (GCF_013266605.1)
	78
	Coral
	AO
	33
	99.4
	5,470,918
	45.7
	4975
	1 

	DSM 19607
	NCBI/draft genome (GCF_037162445.1)
	21
	Coral
	IO
	3
	99.28
	5,719,173
	45.7
	5299
	1

	G2-37
	NCBI/draft genome (GCF_036698255.1)
	79
	Sea urchin
	PO
	24
	99.38
	5,361,228
	45.4
	4907
	0

	H1
	NCBI/draft genome (GCF_020686745.1)
	80
	Coral
	PO
	34
	99.4
	5,922,501
	45.6
	5393
	1

	NA0301
	NCBI/draft genome (GCF_002742585.1)
	81
	Abalone
	PO
	23
	99.14
	5,679,767
	45.7
	5208
	1

	OfT6-17
	NCBI/draft genome (GCF_013266655.1)
	78
	Coral
	AO
	49
	99.27
	5,551,897
	45.7
	5014
	1

	OfT6-21
	NCBI/draft genome (GCF_013266615.1)
	78
	Coral
	AO
	40
	99.27
	5,552,652
	45.7
	5017
	1

	RE87
	NCBI/draft genome (GCF_002286655.1)
	82
	Oyster
	PO
	35
	99.27
	5,581,246
	45.8
	5071
	1

	Vic-OC-068
	NCBI/draft genome (GCF_013364385.1)
	83
	Coral
	MS
	14
	99.06
	5,430,111
	45.4
	4950
	0



