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Supplementary Figure S1. Genetic and pharmacological inhibition of Slc25a1 inhibits
the IFN-I pathway. A. Fold change in mRNA expression in cells treated with the indicated
concentrations of CTPI-2. B. Fold change in mRNA expression of the genes indicated in
Slc25a1 wild-type (+/+) or +/- MEFs.
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Supplementary Figure S2. A. schematic representation of the mtDNA and position of the
primers employed in this study. B. mRNA levels (in fold change) of the indicated genes in
cells expressing Slc25a1 high, and harboring either the cGAS or the STAT1 KD.





