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Online Resource 1.

Pancreatic adenocarcinoma
In C-CAT database 2019 - 2026  

(n=16,782)

Treatment sequence analysis 
(n=3,533)

Excluded 
- Missing survival data
- Incomplete first-line treatment data
- Incomplete second-line treatment data

(Fig. 3)

Pancreatic adenocarcinoma
in C-CAT database 2019 - 2026  

(n=16,782)

1st line regimen analysis 
TTF (n=10,080)
OS  (n=11,290)

(Fig. 2a)

Patient with 
BRCA1/BRCA2 mutation

Patient with PALB2 mutation

Patient with ATM mutation

(Fig. 2b)

(Fig. 2c)

(Fig. 2d)

Excluded 
- Missing clinical information
- Incomplete first-line treatment data

Pancreatic adenocarcinoma
In C-CAT database 2019 - 2026  

(n=16,782)

Liquid biopsy analysis 
(n=4,077)

Excluded 
- Tissue-based genetic panel
- Guardant360 CDx panel

(Figs. 4, 5 )

a   First-line Treatment Analysis Cohort (Cases included in the analysis for Fig. 2)

b   First- and Second-line Treatment Sequence Analysis Cohort 
     (Cases included in the analysis for Fig. 3)

c    Liquid Biopsy Analysis Cohort (Cases included in the analyses for Figs. 4 and 5)
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