Table S9. Distance-pruned lead SNPs (greedy, ≥1 Mb within chromosome per trait, ordered by fungal P).
	Trait
	CHR
	BP
	Fungal P

	Shannon_entropy
	6
	77,322,488
	3.70×10-7

	Shannon_entropy
	12
	9,315,892
	3.76×10-7

	Shannon_entropy
	15
	36,650,156
	6.65×10-7

	Shannon_entropy
	20
	57,124,213
	8.72×10-7

	Shannon_entropy
	16
	57,037,864
	8.89×10-7

	Shannon_entropy
	7
	151,390,279
	1.04×10-6

	Shannon_entropy
	1
	191,430,223
	2.95×10-6

	Shannon_entropy
	2
	206,884,813
	3.55×10-6

	Shannon_entropy
	5
	133,041,125
	4.40×10-6

	Shannon_entropy
	11
	88,910,807
	4.82×10-6

	Shannon_entropy
	15
	78,620,745
	5.04×10-6

	Shannon_entropy
	8
	59,806,936
	6.02×10-6

	Shannon_entropy
	11
	87,226,781
	6.73×10-6

	Shannon_entropy
	18
	48,636,636
	8.59×10-6

	Shannon_entropy
	3
	191,409,039
	9.10×10-6

	p__Ascomycota
	9
	134,477,387
	1.34×10-7

	p__Ascomycota
	19
	48,756,069
	5.15×10-7

	p__Ascomycota
	2
	124,482,626
	1.34×10-6

	p__Ascomycota
	1
	246,492,175
	1.44×10-6

	p__Ascomycota
	15
	62,463,412
	1.67×10-6

	p__Ascomycota
	11
	68,983,387
	1.80×10-6

	p__Ascomycota
	18
	21,266,151
	1.90×10-6

	p__Ascomycota
	3
	195,625,536
	2.03×10-6

	p__Ascomycota
	16
	13,534,586
	2.28×10-6

	p__Ascomycota
	3
	34,543,383
	2.60×10-6

	p__Ascomycota
	19
	8,415,076
	2.87×10-6

	p__Ascomycota
	21
	27,810,390
	3.39×10-6

	p__Ascomycota
	4
	57,933,140
	4.48×10-6

	p__Ascomycota
	13
	113,749,684
	4.74×10-6

	p__Ascomycota
	14
	91,300,633
	5.75×10-6

	p__Ascomycota
	14
	85,495,249
	6.36×10-6

	p__Ascomycota
	8
	425,541
	6.53×10-6

	p__Ascomycota
	2
	44,035,123
	7.43×10-6

	p__Ascomycota
	11
	90,151,764
	7.54×10-6

	p__Ascomycota
	13
	96,021,961
	7.90×10-6

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Aspergillus
	4
	30,383,062
	6.99×10-7

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Aspergillus
	14
	30,937,838
	9.03×10-7

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Aspergillus
	17
	77,236,089
	1.23×10-6

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Aspergillus
	19
	29,780,657
	2.77×10-6

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Aspergillus
	4
	126,397,893
	3.89×10-6

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Aspergillus
	15
	52,413,807
	4.84×10-6

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Aspergillus
	3
	61,980,965
	6.52×10-6

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Aspergillus
	18
	8,634,447
	6.73×10-6

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Aspergillus
	5
	149,699,224
	7.09×10-6

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Aspergillus
	5
	164,735,983
	7.22×10-6

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Aspergillus
	5
	125,124,816
	7.32×10-6

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Aspergillus
	2
	129,043,578
	7.76×10-6

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Aspergillus
	8
	95,149,929
	8.05×10-6

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Aspergillus
	15
	48,192,263
	8.79×10-6

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Penicillium
	12
	32,046,646
	1.53×10-9

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Penicillium
	5
	154,002,887
	3.07×10-8

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Penicillium
	21
	35,254,142
	7.08×10-7

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Penicillium
	1
	90,089,230
	1.34×10-6

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Penicillium
	19
	11,164,968
	1.39×10-6

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Penicillium
	2
	84,549,525
	1.44×10-6

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Penicillium
	3
	142,545,647
	1.82×10-6

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Penicillium
	10
	27,998,084
	2.66×10-6

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Penicillium
	10
	87,198,792
	2.91×10-6

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Penicillium
	5
	103,015,646
	3.90×10-6

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Penicillium
	8
	76,546,415
	4.49×10-6

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Penicillium
	11
	99,689,175
	4.60×10-6

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Penicillium
	16
	17,774,648
	4.72×10-6

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Penicillium
	10
	116,328,628
	5.17×10-6

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Penicillium
	19
	33,328,396
	5.53×10-6

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Penicillium
	18
	59,451,030
	5.91×10-6

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Penicillium
	8
	127,559,125
	6.29×10-6

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Penicillium
	16
	4,033,097
	6.31×10-6

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Penicillium
	9
	76,014,246
	6.91×10-6

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Penicillium
	12
	56,158,987
	7.02×10-6

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Penicillium
	7
	70,841,224
	7.66×10-6

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Penicillium
	10
	9,660,904
	7.74×10-6

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Penicillium
	20
	18,092,615
	7.75×10-6

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Penicillium
	11
	35,554,832
	9.08×10-6

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Penicillium
	1
	238,644,100
	9.74×10-6

	p__Ascomycota.c__Eurotiomycetes.o__Eurotiales.f__Aspergillaceae.g__Penicillium
	16
	23,692,405
	9.97×10-6

	p__Ascomycota.c__Saccharomycetes.o__Saccharomycetales.f__Saccharomycetaceae.g__Saccharomyces
	4
	104,007,643
	6.53×10-7

	p__Ascomycota.c__Saccharomycetes.o__Saccharomycetales.f__Saccharomycetaceae.g__Saccharomyces
	13
	85,620,788
	7.62×10-7

	p__Ascomycota.c__Saccharomycetes.o__Saccharomycetales.f__Saccharomycetaceae.g__Saccharomyces
	16
	84,419,087
	4.63×10-6

	p__Ascomycota.c__Saccharomycetes.o__Saccharomycetales.f__Saccharomycetaceae.g__Saccharomyces
	12
	29,664,428
	4.92×10-6

	p__Ascomycota.c__Saccharomycetes.o__Saccharomycetales.f__Saccharomycetaceae.g__Saccharomyces
	13
	105,042,145
	5.54×10-6

	p__Ascomycota.c__Saccharomycetes.o__Saccharomycetales.f__Saccharomycetaceae.g__Saccharomyces
	16
	65,879,138
	5.74×10-6

	p__Ascomycota.c__Saccharomycetes.o__Saccharomycetales.f__Saccharomycetaceae.g__Saccharomyces
	18
	76,133,500
	6.19×10-6

	p__Ascomycota.c__Saccharomycetes.o__Saccharomycetales.f__Saccharomycetaceae.g__Saccharomyces
	4
	184,881,320
	7.62×10-6

	p__Ascomycota.c__Saccharomycetes.o__Saccharomycetales.f__Saccharomycetaceae.g__Saccharomyces
	8
	3,076,142
	8.10×10-6

	p__Ascomycota.c__Saccharomycetes.o__Saccharomycetales.f__Saccharomycetaceae.g__Saccharomyces
	7
	135,416,518
	8.82×10-6

	p__Ascomycota.c__Saccharomycetes.o__Saccharomycetales.f__Saccharomycetaceae.g__Saccharomyces
	11
	85,558,770
	8.84×10-6

	p__Ascomycota.c__Saccharomycetes.o__Saccharomycetales.f__Saccharomycetaceae.g__Saccharomyces
	13
	23,647,869
	8.86×10-6

	p__Ascomycota.c__Saccharomycetes.o__Saccharomycetales.f__Saccharomycetales_fam_Incertae_sedis.g__Candida
	7
	742,287
	1.29×10-7

	p__Ascomycota.c__Saccharomycetes.o__Saccharomycetales.f__Saccharomycetales_fam_Incertae_sedis.g__Candida
	13
	58,263,241
	1.46×10-6

	p__Ascomycota.c__Saccharomycetes.o__Saccharomycetales.f__Saccharomycetales_fam_Incertae_sedis.g__Candida
	7
	147,601,580
	1.78×10-6

	p__Ascomycota.c__Saccharomycetes.o__Saccharomycetales.f__Saccharomycetales_fam_Incertae_sedis.g__Candida
	11
	56,548,376
	2.67×10-6

	p__Ascomycota.c__Saccharomycetes.o__Saccharomycetales.f__Saccharomycetales_fam_Incertae_sedis.g__Candida
	1
	30,828,841
	3.24×10-6

	p__Ascomycota.c__Saccharomycetes.o__Saccharomycetales.f__Saccharomycetales_fam_Incertae_sedis.g__Candida
	10
	93,213,821
	3.54×10-6

	p__Ascomycota.c__Saccharomycetes.o__Saccharomycetales.f__Saccharomycetales_fam_Incertae_sedis.g__Candida
	3
	14,945,945
	4.63×10-6

	p__Ascomycota.c__Saccharomycetes.o__Saccharomycetales.f__Saccharomycetales_fam_Incertae_sedis.g__Candida
	13
	30,750,037
	4.86×10-6

	p__Ascomycota.c__Saccharomycetes.o__Saccharomycetales.f__Saccharomycetales_fam_Incertae_sedis.g__Candida
	2
	238,973,703
	5.76×10-6

	p__Ascomycota.c__Saccharomycetes.o__Saccharomycetales.f__Saccharomycetales_fam_Incertae_sedis.g__Candida
	17
	37,060,601
	5.95×10-6

	p__Ascomycota.c__Saccharomycetes.o__Saccharomycetales.f__Saccharomycetales_fam_Incertae_sedis.g__Candida
	3
	189,245,593
	6.17×10-6

	p__Ascomycota.c__Saccharomycetes.o__Saccharomycetales.f__Saccharomycetales_fam_Incertae_sedis.g__Candida
	4
	150,623,452
	6.93×10-6

	p__Ascomycota.c__Saccharomycetes.o__Saccharomycetales.f__Saccharomycetales_fam_Incertae_sedis.g__Candida
	9
	8,108,684
	7.82×10-6

	p__Ascomycota.c__Saccharomycetes.o__Saccharomycetales.f__Saccharomycetales_fam_Incertae_sedis.g__Candida
	2
	60,601,376
	9.25×10-6

	p__Basidiomycota
	3
	84,842,407
	1.05×10-6

	p__Basidiomycota
	12
	89,520,000
	1.41×10-6

	p__Basidiomycota
	17
	31,517,849
	3.32×10-6

	p__Basidiomycota
	14
	58,169,542
	3.43×10-6

	p__Basidiomycota
	7
	78,194,897
	3.79×10-6

	p__Basidiomycota
	18
	54,455,429
	5.36×10-6

	p__Basidiomycota
	3
	10,447,277
	5.67×10-6

	p__Basidiomycota
	9
	79,673,223
	6.63×10-6

	p__Basidiomycota
	3
	7,498,137
	7.44×10-6

	p__Basidiomycota
	4
	183,488,897
	7.62×10-6

	p__Basidiomycota
	13
	104,222,522
	7.71×10-6

	p__Basidiomycota
	6
	8,287,182
	8.13×10-6

	p__Basidiomycota
	7
	107,672,843
	8.18×10-6

	p__Basidiomycota
	9
	86,437,997
	8.45×10-6

	p__Basidiomycota
	16
	82,111,337
	8.76×10-6

	p__Basidiomycota
	15
	53,465,853
	9.12×10-6

	p__Basidiomycota
	21
	42,398,910
	9.47×10-6

	p__Basidiomycota.c__Malasseziomycetes.o__Malasseziales.f__Malasseziaceae.g__Malassezia
	3
	195,232,050
	2.86×10-8

	p__Basidiomycota.c__Malasseziomycetes.o__Malasseziales.f__Malasseziaceae.g__Malassezia
	17
	63,849,237
	4.32×10-7

	p__Basidiomycota.c__Malasseziomycetes.o__Malasseziales.f__Malasseziaceae.g__Malassezia
	19
	8,174,724
	4.95×10-7

	p__Basidiomycota.c__Malasseziomycetes.o__Malasseziales.f__Malasseziaceae.g__Malassezia
	3
	24,639,569
	1.20×10-6

	p__Basidiomycota.c__Malasseziomycetes.o__Malasseziales.f__Malasseziaceae.g__Malassezia
	11
	67,192,555
	1.41×10-6

	p__Basidiomycota.c__Malasseziomycetes.o__Malasseziales.f__Malasseziaceae.g__Malassezia
	1
	15,359,516
	1.59×10-6

	p__Basidiomycota.c__Malasseziomycetes.o__Malasseziales.f__Malasseziaceae.g__Malassezia
	19
	53,632,329
	3.03×10-6

	p__Basidiomycota.c__Malasseziomycetes.o__Malasseziales.f__Malasseziaceae.g__Malassezia
	12
	14,385,259
	3.16×10-6

	p__Basidiomycota.c__Malasseziomycetes.o__Malasseziales.f__Malasseziaceae.g__Malassezia
	4
	126,257,065
	3.22×10-6

	p__Basidiomycota.c__Malasseziomycetes.o__Malasseziales.f__Malasseziaceae.g__Malassezia
	8
	124,561,555
	3.89×10-6

	p__Basidiomycota.c__Malasseziomycetes.o__Malasseziales.f__Malasseziaceae.g__Malassezia
	1
	167,740,839
	4.16×10-6

	p__Basidiomycota.c__Malasseziomycetes.o__Malasseziales.f__Malasseziaceae.g__Malassezia
	4
	130,247,960
	4.18×10-6

	p__Basidiomycota.c__Malasseziomycetes.o__Malasseziales.f__Malasseziaceae.g__Malassezia
	2
	196,087,446
	4.22×10-6

	p__Basidiomycota.c__Malasseziomycetes.o__Malasseziales.f__Malasseziaceae.g__Malassezia
	12
	46,878,616
	4.80×10-6

	p__Basidiomycota.c__Malasseziomycetes.o__Malasseziales.f__Malasseziaceae.g__Malassezia
	5
	158,623,881
	5.17×10-6

	p__Basidiomycota.c__Malasseziomycetes.o__Malasseziales.f__Malasseziaceae.g__Malassezia
	14
	44,437,663
	5.17×10-6

	p__Basidiomycota.c__Malasseziomycetes.o__Malasseziales.f__Malasseziaceae.g__Malassezia
	13
	82,894,542
	5.75×10-6

	p__Basidiomycota.c__Malasseziomycetes.o__Malasseziales.f__Malasseziaceae.g__Malassezia
	16
	87,752,381
	6.07×10-6

	p__Basidiomycota.c__Malasseziomycetes.o__Malasseziales.f__Malasseziaceae.g__Malassezia
	1
	78,101,685
	6.28×10-6

	p__Basidiomycota.c__Malasseziomycetes.o__Malasseziales.f__Malasseziaceae.g__Malassezia
	11
	2,037,862
	6.89×10-6

	p__Basidiomycota.c__Malasseziomycetes.o__Malasseziales.f__Malasseziaceae.g__Malassezia
	2
	3,188,109
	6.96×10-6

	p__Basidiomycota.c__Malasseziomycetes.o__Malasseziales.f__Malasseziaceae.g__Malassezia
	6
	65,852,843
	7.65×10-6

	p__Basidiomycota.c__Malasseziomycetes.o__Malasseziales.f__Malasseziaceae.g__Malassezia
	8
	16,164,187
	8.35×10-6

	p__Basidiomycota.c__Malasseziomycetes.o__Malasseziales.f__Malasseziaceae.g__Malassezia
	11
	23,033,872
	9.12×10-6

	p__Basidiomycota.c__Malasseziomycetes.o__Malasseziales.f__Malasseziaceae.g__Malassezia
	17
	57,830,482
	9.17×10-6

	p__Basidiomycota.c__Malasseziomycetes.o__Malasseziales.f__Malasseziaceae.g__Malassezia
	12
	67,040,543
	9.33×10-6


144 of 485 lead SNPs retained. The chr4:130,247,960 (Malassezia) and chr11:67,192,555 (Malassezia) leads are retained.

