Additional file 2: Table S2. Member genes of the three Saccharomyces significant sets.
	Set
	Gene
	CHR
	Z
	P

	Mitochondrial apoptotic insertion
	BAX
	19
	+3.63
	1.41e-04

	Mitochondrial apoptotic insertion
	MOAP1
	14
	+2.90
	0.002

	Mitochondrial apoptotic insertion
	BBC3
	19
	+2.90
	0.002

	Chemoattractant receptor
	ACKR4
	3
	+4.49
	3.57e-06

	Chemoattractant receptor
	CCR6
	6
	+3.22
	0.001

	Chemoattractant receptor
	ACKR2
	3
	+3.04
	0.001

	Chemoattractant receptor
	CMKLR1
	12
	+2.99
	0.001

	Chemoattractant receptor
	GPR35
	2
	+2.34
	0.010

	Malate dehydrogenase
	ME2
	18
	+4.48
	3.68e-06

	Malate dehydrogenase
	MDH1B
	2
	+3.50
	2.33e-04

	Malate dehydrogenase
	ME1
	6
	+2.57
	0.005

	Malate dehydrogenase
	ME3
	11
	+2.33
	0.010

	Malate dehydrogenase
	MDH1
	2
	+2.07
	0.019




