Table 2. Selected parenchymal candidates in the PFC of 18-month-old prenatally stressed offspring, with candidates and animal-level statistics.
	Sex
	Protein (gene)
	Functional class
	log2FC (% change), vendor
	Vendor P
	Vendor Q
	Unique peptides
	log2FC, animal level
	P, animal level
	P, sex x stress

	Female
	Camk2a
	Postsynaptic kinase
	+0.76 (+69%)
	7.3 × 10-4
	0.209
	38
	+0.78
	0.044
	0.022

	Female
	Camk2b
	Postsynaptic kinase
	+0.61 (+52%)
	9.8 × 10-5
	0.193
	18
	+0.62
	0.030
	0.027

	Female
	Pdyn
	Neuropeptide
	+0.80 (+74%)
	0.003
	0.209
	1
	+0.89
	0.13
	0.059

	Female
	Nmb
	Neuropeptide
	+1.63 (+210%)
	0.020
	0.246
	1
	+2.27
	0.16
	n.q.

	Female
	Casp6
	Protease / aging
	+1.28 (+143%)
	0.016
	0.234
	5
	+1.52
	0.12
	0.20

	Female
	Ctsc
	Protease / neuroimmune
	+0.81 (+75%)
	0.003
	0.209
	1
	+0.81
	0.064
	n.q.

	Female
	Polb
	DNA repair
	+0.98 (+97%)
	0.020
	0.246
	2
	+1.01
	0.059
	0.051

	Female
	Esrra/Esrrb
	Nuclear receptor / bioenergetics
	-1.35 (-61%)
	3.4 × 10-4
	0.209
	1
	-1.47
	0.046
	n.q.

	Female
	Slc25a4
	Mitochondrial transport
	-0.78 (-42%)
	0.001
	0.209
	4
	-0.87
	0.16
	0.12

	Female
	Flrt1
	Synaptic adhesion
	-0.82 (-43%)
	0.002
	0.209
	6
	-0.83
	0.006
	0.039

	Female
	Stat6
	Immune signaling
	-0.61 (-34%)
	0.040
	0.278
	2
	-0.64
	0.16
	0.18

	Male
	Camk2a
	Postsynaptic kinase
	-1.12 (-54%)
	0.002
	0.132
	40
	-1.18
	0.10
	0.022

	Male
	Camk2b
	Postsynaptic kinase
	-1.16 (-55%)
	0.001
	0.115
	16
	-1.25
	0.084
	0.027

	Male
	Camk2g
	Postsynaptic kinase
	-0.94 (-48%)
	0.001
	0.115
	17
	-0.98
	0.087
	0.023

	Male
	Iqsec1
	PSD ArfGEF
	-0.61 (-35%)
	1.3 × 10-4
	0.095
	30
	-0.61
	0.023
	0.003

	Male
	Iqsec2
	PSD ArfGEF
	-0.87 (-45%)
	0.003
	0.140
	15
	-0.84
	0.043
	0.022

	Male
	Got2
	Mitochondrial metabolism
	-1.07 (-52%)
	4.6 × 10-7
	0.002
	38
	-1.07
	2.0 × 10-4
	1.1 × 10-4

	Male
	Cd81
	Glial / immune
	-0.90 (-46%)
	0.024
	0.210
	1
	-0.85
	0.14
	0.69

	Male
	Jak1
	Cytokine signaling
	-0.71 (-39%)
	0.029
	0.219
	2
	-0.70
	0.11
	0.22

	Male
	Gnb4
	G protein
	-0.66 (-37%)
	0.047
	0.241
	1
	-0.79
	0.29
	0.44

	Male
	Lcp2
	Immune adaptor
	-1.61 (-67%)
	4.8 × 10-4
	0.104
	1
	-1.70
	0.039
	n.q.

	Male
	Nrxn2
	Presynaptic organizer
	+1.14 (+121%)
	0.014
	0.190
	2
	+1.11
	0.16
	0.20

	Male
	Pbx3
	Transcription
	+0.87 (+83%)
	0.020
	0.203
	2
	+0.90
	0.067
	0.082

	Male
	Wdr24
	mTORC1 (GATOR2)
	+0.82 (+76%)
	0.021
	0.206
	4
	+0.82
	0.057
	0.11


Proteins  statistics were exported from the Spectronaut candidate module (unpaired t-test with precursor-level ratios; Storey Q). Animal-level statistics were computed from per-animal MaxLFQ log2 quantities (Student t-test; females 4 C v. 3 S, males 3 C v. 3 S). The complete list is provided in Supplementary Table S2.


