L1, Ny =100

L1, Ny =200

Q1x, Na=100

Q1x, Na=200

L1, Na=100

L1, Ny =200

Q1x, Na=100

Q1x, Ny =200

(a) (b)
-0.7 -1.0 +0.5 -3.0 L1, Ny =100 +2.3 +2.3 +2.0 +1.7
-1.2 0.0 -1.0 -0.2 L1, Ny =200 -0.2 -1.0 =llog) -0.8
-5.7 -7.8 Q1x, Ny =100 +3.8 +8.7 +30.8
1.25 1.5 2 3 1.25 1.5 2 3
(c) (d)
+0.2 -0.8 -2.3 -1.8 L1, Ny=100  +0.8 +0.8 +1.2 -0.2
-0.3 -0.2 -0.7 0.0 L1, Ny =200 0.0 +0.5 +0.2 -0.5
-6'8 -11.8 - le, NA - 100 +4-7 +10.6
90 113 -- Qlx, N;=200 +110  +151 -
1.25 1.5 2 3 1.25 1.5 2 3
Sample-size ratio Ng/N4
Lower accuracy Higher accuracy
T , B
-40 -20 0 20 40

Change in correct ordering after matching (percentage points)



