Supplementary Material
Neural correlates of empathy in autism: coordinate-based meta-analysis
S1. Data extraction form
Table S1. Data extraction form: field definitions and coding rules.
	#
	Column Name
	Data Type
	Description
	Allowed Values / Coding
	Missing Code

	1
	Study ID
	string
	First author + year identifier
	e.g., Greimel_2010
	 

	2
	Full citation
	string
	Full bibliographic reference
	Free text
	 

	3
	Study_No
	integer
	Sequential study number for ALE grouping
	Positive integer (1, 2, 3...)
	 

	4
	Country
	string
	Country where study was conducted
	ISO country name
	 

	5
	Year
	integer
	Publication year
	2000-2026
	 

	6
	ASD_diagnostics
	string
	Diagnostic criteria used
	DSM-IV | DSM-IV-TR | DSM-5 | ICD-10 | combinations
	 

	7
	ASD_medication
	string
	Medication status
	Free text or NR
	NR

	8
	Group
	categorical
	Which group this peak belongs to
	ASD | TD
	 

	9
	Experiment
	integer
	Experiment number within study
	Positive integer
	 

	10
	N
	integer
	Sample size of this group
	Positive integer
	 

	11
	N_Females
	integer
	Number of females in this group
	Non-negative integer
	 

	12
	Age_Mean
	float
	Mean age of this group (years)
	Positive decimal
	NR

	13
	Age_SD
	float
	Age SD of this group
	Positive decimal
	NR

	14
	IQ_Mean
	float
	Mean IQ of this group
	Positive decimal
	NR

	15
	Empathy_Type
	categorical
	Type of empathy assessed
	Pain | Affective | Cognitive | Mixed
	 

	16
	Task_Name/Paradigm
	string
	Experimental paradigm name
	Free text
	 

	17
	Stimuli_Type
	string
	Type of stimuli
	Free text
	 

	18
	Empathy condition(s)
	string
	Empathy condition description
	Free text
	 

	19
	Control_Condition(s)
	string
	Control condition description
	Free text
	 

	20
	Behavioral data
	categorical
	Behavioral data reported
	Yes | No
	NR

	21
	Questionnaires
	string
	Empathy questionnaires used
	Name(s) or No
	 

	22
	Scanner
	string
	MRI scanner details
	Free text
	NR

	23
	Scanner_Strength_T
	float
	Field strength (Tesla)
	1.5 | 3 | 7
	NR

	24
	Preprocessing pipeline
	string
	Software used for preprocessing
	SPM5 | SPM8 | SPM12 | FSL | other
	NR

	25
	Smoothing (FWHM)_mm
	integer
	Smoothing kernel (mm)
	Positive integer (typically 4-12)
	NR

	26
	High-pass / low-pass filters
	string
	Temporal filtering
	Free text
	NR

	27
	Coordinate_Space (MNI/Talairach)
	categorical
	Coordinate space
	MNI | Talairach
	 

	28
	Brain_Region
	string
	Anatomical label of peak
	Standard neuroanatomical name
	 

	29
	Side
	categorical
	Hemisphere laterality
	L (left) | R (right) | M (midline) | L/R (bilateral)
	 

	30
	Peak_x
	integer
	X coordinate of activation peak (mm)
	Integer (negative=left, positive=right)
	 

	31
	Peak_y
	integer
	Y coordinate of activation peak (mm)
	Integer (negative=posterior, positive=anterior)
	 

	32
	Peak_z
	integer
	Z coordinate of activation peak (mm)
	Integer (negative=inferior, positive=superior)
	 

	33
	Statistic_Type (t/z/F)
	categorical
	Test statistic type
	t | z
	 

	34
	Statistic_Value
	float
	Peak statistic value
	Positive decimal
	NR

	35
	Motion reported and controlled?
	categorical
	Quality: motion control
	Yes | No
	 

	36
	Multiple comparisons correction applied?
	categorical
	Quality: correction applied
	Yes | No
	 

	37
	Sample size adequate?
	categorical
	Quality: sample size
	Yes | No
	 

	38
	Missing data management
	categorical
	Quality: missing data handled
	Yes | No
	NR


S2. Multi-agent AI second-review pipeline
S2.1 Role
The pipeline acted as an independent second reviewer at two stages: full-text eligibility assessment and data extraction. It did not screen titles or abstracts, which were screened by the primary human reviewer alone. Its output was advisory throughout: every decision and every value that entered the analysis was confirmed by the human reviewer against the source publication. This allocation of roles follows the joint position statement on AI use in evidence synthesis (Flemyng et al., 2025).
S2.2 Inputs and configuration
Each candidate article was supplied together with any supplementary files. All agents operated with a one-million-token context window, so that a full-text article and its supplementary materials were processed within a single context rather than in chunks. The extraction form (S1) was supplied to every agent as the sole specification of what to extract and how to code it.
S2.3 Agents
Table S2. Agents in the second-review pipeline and their functions.
	Agent
	Function

	Orchestrator
	Sequenced the sub-agents, held the extraction form, and performed the final set comparison between the human and AI datasets

	Document-mapping agent
	Located the relevant sections, results tables and supplementary materials within each article

	Extraction agent A — Claude Opus 4.6 (Anthropic)
	Extracted study-level and coordinate-level data according to the extraction form

	Extraction agent B — Claude Sonnet 4.6 (Anthropic)
	Performed the same extraction independently and in parallel

	Coordinate verification agent
	Cross-checked every extracted peak against the source table

	Adversarial agent
	Identified inconsistencies between the two independent extractions and resolved them by re-examining the original publication


S2.4 Sequence
Document mapping, then parallel extraction by agents A and B, then coordinate verification, then adversarial reconciliation, then the orchestrator comparison against the human dataset, then human adjudication. Where a results table used a multi-column layout that automated PDF parsing rendered unreliably, layout-preserving text extraction (pdftotext -layout) was applied, the orchestrator verified the recovered column structure, and the human reviewer confirmed the coordinates against the printed table.
S2.5 Comparison and adjudication
Extraction produced two independent datasets, one human and one AI. The orchestrator compared them as sets of unique coordinate tuples (group, x, y, z). Because this is an exact set operation rather than a judgement, the procedure carries the same adjudication logic as conventional dual review: an inaccurate second extraction raises the adjudication burden rather than the risk of an erroneous value entering the dataset. Every tuple returned as discordant was inspected by the human reviewer against the source publication. No value entered the analysis on the basis of AI output alone.
S2.6 Agreement
Concordance was quantified with the Dice coefficient and the Jaccard index at the level of unique coordinate tuples, before and after correction of the systematic errors documented in S2.7 (pre-correction Dice 69.7%, Jaccard 53.5%; post-correction Dice 95.7%, Jaccard 91.8%). Concordance was evaluated post hoc, against the completed human extraction; the pipeline was not validated on a pilot subsample before use.
S2.7 Error taxonomy
Every discrepancy between the human and the AI extraction was classified. Two systematic classes accounted for the pre-correction shortfall in agreement. Class 1, group-label misassignment: in results tables presenting the autistic and non-autistic groups in parallel columns, correctly read coordinates were assigned to the wrong group (Greimel et al., 2010; Hadjikhani et al., 2014; Schulte-Rüther et al., 2014). Class 2, loss of column structure: standard PDF text extraction did not preserve the columns of a landscape-format table spanning two pages, so values could not be attributed to a column at all (Schulte-Rüther et al., 2011); this was resolved by layout-preserving extraction (pdftotext -layout) followed by human confirmation against the printed table. Neither class involved the invention of values that do not appear in the source article. After correction of both classes, 29 discrepancies remained across four studies, all of which were resolved by inspection of the source articles, with the human reading taken as final.
S2.8 Known limitations and sources of bias
Correlated errors. The two extraction agents were different models from the same developer and model family. Their errors are therefore more likely to coincide than those of two independent human reviewers, and agreement between the two agents is not evidence of correctness. This is why adjudication rested on comparison with the human extraction rather than on agreement within the pipeline.
Table parsing. The principal failure mode observed was not fabrication of plausible values but misattribution of correctly read values: in multi-column tables presenting several groups in parallel, coordinates were assigned to the wrong group column. A second failure mode arose where automated PDF parsing did not preserve column structure at all. Both classes are documented in S2.7.
Supplementary materials. Values printed only in supplementary tables, or in tables spanning page breaks, were the least reliably recovered, and required layout-preserving extraction and human confirmation more often than values in the main text.
Scope of the claim. The pipeline was evaluated as a second extractor against a single human extraction on eleven articles. This supports no general claim about AI extraction accuracy, and the comparison is with the single-extractor practice usual in coordinate-based meta-analysis rather than with idealised dual-human extraction.
S2.9 Task specifications
The specifications below were reconstructed from the extraction form and the eligibility criteria. They state what each agent was required to do; they are not transcripts of the instructions issued at the time.
A. Extraction agents
ROLE
You are an independent second data extractor for a coordinate-based
meta-analysis of empathy-related task fMRI in autism. Your output is
advisory. Every value you return will be checked by a human reviewer
against the source article.
 
SOURCE
You are given the full text of one article, including all tables, table
and figure captions, and supplementary materials. Extract only from this
article. Do not use prior knowledge of the study and do not consult any
other source.
 
WHAT COUNTS AS AN EXTRACTABLE PEAK
Return a row only for peaks meeting all four conditions:
1. The peak comes from a whole-brain analysis - not a region-of-interest
   or small-volume-corrected analysis.
2. The peak comes from a within-group contrast of the form
   [empathy condition > control condition], reported separately for the
   ASD group or for the TD group. Do not extract between-group contrasts,
   correlations, connectivity, conjunction, or parametric-modulation
   results.
3. The contrast was corrected for multiple comparisons at the cluster
   level (FWE or FDR). Do not extract results reported only at an
   uncorrected voxel-level threshold.
4. Coordinates are given in MNI or Talairach space and the space is
   stated in the article.
 
FIELDS
One row per peak, with the 38 fields of the extraction form (S1).
 
CODING RULES
- Missing: NR if the article does not report the value; NA if the
  variable does not apply. Never leave a field blank.
- Study ID: FirstAuthor_Year (e.g. Greimel_2010).
- Group: ASD or TD. Take the group label from the column or table heading
  under which the peak is printed. Where a table presents several groups
  in parallel columns, state in the evidence field which column heading
  each row came from before assigning the group.
- Experiment: number each independent within-group contrast within a
  study sequentially.
- Coordinate_Space: MNI or Talairach exactly as stated. Never convert.
- Side: L, R, M, or L/R.
- Empathy_Type: Pain, Affective, Cognitive or Mixed.
- Reproduce coordinates exactly as printed, including sign. Do not round,
  reorder axes, or relabel them.
 
EVIDENCE REQUIREMENT
For every row, give the table number or page and the exact printed string
the values were taken from. If a value cannot be found, enter NR and
state where you looked. Never infer, estimate, or complete a value from
context or from what is typical in this literature.
 
OUTPUT
A single CSV, one row per peak, header exactly as in FIELDS, followed by
an EVIDENCE block keyed by row number. Return nothing else.

B. Full-text eligibility agent
ROLE
You are an independent second reviewer assessing one full-text article
against predefined eligibility criteria. Your decision is advisory and
will be compared with a human reviewer's decision.
 
DECIDE: INCLUDE or EXCLUDE, with exactly one primary reason if EXCLUDE.
 
INCLUDE only if all of the following hold:
1. Task-based fMRI, with both a formally diagnosed ASD group and a
   typically developing control group.
2. The paradigm targets empathic processing, operationalised as cognitive
   or affective empathy. Cognitive empathy requires at least two of:
   affective stimulus content; explicit inference of another's emotional
   state; an empathy framing of the task. Pain empathy counts as
   affective empathy.
3. Whole-brain analysis reporting peak coordinates in MNI or Talairach
   space, with cluster-level FWE or FDR correction.
4. ASD diagnosis established by DSM-IV, DSM-IV-TR, DSM-5 or ICD-10/11
   criteria and/or ADOS/ADOS-2 or ADI-R.
 
EXCLUDE, choosing one reason from:
not full text | without whole-brain coordinates per group | not empathy |
no formal ASD diagnosis | resting-state fMRI | not fMRI | not task-based |
uncorrected threshold | not original data
 
For every criterion, quote the sentence in the article on which your
judgement rests. If a criterion cannot be judged from the text, say so
rather than assuming.

C. Orchestrator comparison
You are given two independently produced datasets for the same article:
one from the human reviewer, one from the AI extraction agents.
 
Reduce each to the set of unique tuples (Group, Peak_x, Peak_y, Peak_z).
Report the intersection, the tuples present only in the human set, and
the tuples present only in the AI set. Compute the Dice coefficient and
the Jaccard index over these sets.
 
Do not adjudicate. Do not decide which set is correct. Return the
discordant tuples with their source table references for human review.
S3. Methodological quality assessment
Table S3. Methodological quality of the included studies (adapted Newcastle–Ottawa Scale).
	Study
	N (ASD / TD)
	A1
	A2
	A3
	A4
	B1
	B2
	C1
	C2
	C3
	Total
	Rating

	Greimel et al. (2010)
	15 / 15
	1
	1
	1
	1
	1
	0
	1
	1
	1
	8
	Good

	Schulte-Rüther et al. (2011)
	14 / 14
	1
	1
	0
	0
	1
	1
	1
	1
	1
	7
	Good

	Schneider et al. (2013)
	28 / 28
	1
	1
	1
	1
	1
	1
	1
	1
	1
	9
	Good

	Hadjikhani et al. (2014)
	36 / 31
	1
	1
	1
	1
	1
	1
	1
	1
	1
	9
	Good

	Schulte-Rüther et al. (2014) – children
	15 / 15
	1
	1
	0
	1
	1
	0
	1
	1
	1
	7
	Good

	Schulte-Rüther et al. (2014) – adults
	12 / 12
	1
	1
	0
	0
	1
	0
	1
	1
	1
	6
	Moderate

	Krach et al. (2015)
	16 / 16
	1
	1
	0
	1
	1
	1
	1
	1
	1
	8
	Good

	Kim et al. (2016)
	12 / 12
	1
	1
	1
	0
	1
	1
	1
	0
	1
	7
	Good

	Rosenblau et al. (2016)
	20 / 22
	1
	0
	0
	1
	1
	1
	1
	1
	1
	7
	Good

	Stroth et al. (2019)
	9 / 9
	1
	0
	1
	0
	1
	1
	1
	1
	1
	7
	Good

	Lassalle et al. (2019)
	19 / 20
	1
	1
	1
	1
	1
	1
	1
	1
	1
	9
	Good

	Jeon et al. (2024)
	17 / 22
	1
	1
	1
	1
	1
	1
	1
	0
	1
	8
	Good


Selection (0–4): A1 = ASD diagnosis confirmed with a standardized instrument (ADOS and/or ADI-R) or explicit DSM/ICD criteria; A2 = TD controls screened for psychiatric and neurological conditions with a described procedure; A3 = representativeness, i.e. the recruitment source of the sample is described; A4 = sample size ≥ 15 per group. Comparability (0–2): B1 = groups matched or statistically controlled for age; B2 = groups matched or statistically controlled for IQ. Outcome (0–3): C1 = head motion reported and controlled for; C2 = whole-brain analysis with correction for multiple comparisons applied to the within-group contrasts from which coordinates were extracted; C3 = stereotaxic coordinate space explicitly reported. Ratings: ≥7 good, 4–6 moderate, <4 poor.
Schulte-Rüther et al. (2014) is scored as two units because the children/adolescent (n = 15 per group) and adult (n = 12 per group) subsamples enter the meta-analysis as separate experiments.
S4. Sensitivity analyses
Three sensitivity analyses were run on the within-group meta-analyses: a leave-one-out (jackknife) analysis for each group, and a leave-two-out analysis removing the two studies whose within-group contrasts were reported at uncorrected thresholds.
S4.1 Leave-one-out contribution matrix — autistic group
Table S4. Proportional contribution of each of the 18 experiments in the autistic group to each within-group cluster, from leave-one-out re-estimation. Columns are cluster peaks in MNI coordinates.
	Experiment
	C1 (0, −54, 32)
	C2 (−50, −58, 26)
	C3 (54, −56, 24)
	C4 (−48, 26, 4)
	C5 (−6, 16, 46)
	C6 (26, −82, −36)
	C7 (60, −38, −2)

	Greimel 2010 ASD Exp1 Cognitive
	0.169
	0.227
	0.137
	0.000
	0.000
	0.111
	0.000

	Greimel 2010 ASD Exp3 Affective
	0.150
	0.262
	0.141
	0.222
	0.000
	0.202
	0.195

	Hadjikhani 2014 ASD Exp19 Affective
	0.000
	0.001
	0.109
	0.000
	0.000
	0.060
	0.081

	Jeon 2024 ASD Exp29 Affective
	0.000
	0.000
	0.000
	0.000
	0.223
	0.000
	0.000

	Jeon 2024 ASD Exp30 Cognitive
	0.000
	0.000
	0.000
	0.000
	0.000
	0.000
	0.000

	Kim 2016 ASD Exp27 Cognitive
	0.000
	0.000
	0.000
	0.000
	0.166
	0.000
	0.000

	Krach 2015 ASD Exp21 Affective
	0.000
	0.000
	0.000
	0.000
	0.216
	0.000
	0.001

	Krach 2015 ASD Exp22 Affective
	0.000
	0.000
	0.000
	0.000
	0.130
	0.000
	0.000

	Krach 2015 ASD Exp24 Affective
	0.000
	0.000
	0.000
	0.000
	0.000
	0.000
	0.001

	Lassalle 2019 ASD Exp25 Affective
	0.000
	0.000
	0.000
	0.000
	0.001
	0.000
	0.000

	Rosenblau 2016 ASD Exp33 Cognitive
	0.000
	0.000
	0.000
	0.000
	0.000
	0.000
	0.000

	Schneider 2013 ASD Exp5 Affective
	0.000
	0.000
	0.000
	0.190
	0.000
	0.000
	0.208

	Schulte-Rüther 2011 ASD Exp7 Cognitive
	0.174
	0.258
	0.000
	0.000
	0.000
	0.146
	0.000

	Schulte-Rüther 2011 ASD Exp9 Affective
	0.164
	0.246
	0.130
	0.213
	0.000
	0.105
	0.180

	Schulte-Rüther 2014 ASD Exp11 Affective
	0.214
	0.000
	0.222
	0.234
	0.000
	0.158
	0.214

	Schulte-Rüther 2014 ASD Exp12 Affective
	0.123
	0.001
	0.257
	0.135
	0.003
	0.213
	0.114

	Stroth 2019 ASD Exp15 Affective
	0.000
	0.000
	0.000
	0.000
	0.108
	0.000
	0.000

	Stroth 2019 ASD Exp16 Affective
	0.000
	0.000
	0.000
	0.000
	0.148
	0.000
	0.000


Note. Columns are the clusters of Table 3, in the order given there; values are the proportional reduction in the ALE statistic within the cluster when that experiment is removed. The largest single-experiment contribution was 0.262 (Greimel et al., 2010, affective contrast); no cluster exceeded 0.30 from any single experiment.
S4.2 Leave-one-out contribution matrix — non-autistic group
Table S5. Proportional contribution of each of the 17 experiments in the non-autistic group to each within-group cluster, from leave-one-out re-estimation. Columns are cluster peaks in MNI coordinates.
	Experiment
	C1 (0, −52, 30)
	C2 (0, 56, 24)
	C3 (−58, −42, −2)
	C4 (52, 30, −6)
	C5 (−46, 26, −8)
	C6 (56, −38, −2)
	C7 (−28, 24, 0)
	C8 (−4, 26, 46)
	C9 (−60, −46, 32)
	C10 (−54, 24, 8)

	Greimel 2010 TD Exp2 Cognitive
	0.008
	0.210
	0.153
	0.153
	0.003
	0.108
	0.130
	0.000
	0.000
	0.001

	Greimel 2010 TD Exp4 Affective
	0.043
	0.220
	0.155
	0.130
	0.003
	0.111
	0.152
	0.000
	0.000
	0.145

	Hadjikhani 2014 TD Exp20 Affective
	0.099
	0.001
	0.000
	0.013
	0.223
	0.203
	0.003
	0.000
	0.000
	0.306

	Jeon 2024 TD Exp31 Affective
	0.000
	0.000
	0.000
	0.000
	0.000
	0.000
	0.000
	0.164
	0.000
	0.003

	Jeon 2024 TD Exp32 Cognitive
	0.000
	0.000
	0.000
	0.000
	0.005
	0.015
	0.000
	0.193
	0.000
	0.000

	Kim 2016 TD Exp28 Cognitive
	0.000
	0.000
	0.000
	0.000
	0.000
	0.000
	0.000
	0.000
	0.153
	0.000

	Krach 2015 TD Exp23 Affective
	0.000
	0.000
	0.000
	0.000
	0.000
	0.001
	0.000
	0.176
	0.198
	0.000

	Krach 2015 TD Exp24 Affective
	0.000
	0.000
	0.000
	0.000
	0.000
	0.000
	0.000
	0.130
	0.188
	0.000

	Lassalle 2019 TD Exp26 Affective
	0.235
	0.189
	0.094
	0.064
	0.295
	0.099
	0.000
	0.000
	0.234
	0.139

	Rosenblau 2016 TD Exp34 Cognitive
	0.185
	0.000
	0.000
	0.075
	0.000
	0.052
	0.000
	0.000
	0.000
	0.185

	Schneider 2013 TD Exp6 Affective
	0.071
	0.000
	0.000
	0.000
	0.000
	0.150
	0.000
	0.000
	0.000
	0.000

	Schulte-Rüther 2011 TD Exp10 Affective
	0.190
	0.002
	0.164
	0.137
	0.209
	0.111
	0.178
	0.000
	0.000
	0.214

	Schulte-Rüther 2011 TD Exp8 Cognitive
	0.000
	0.000
	0.119
	0.150
	0.000
	0.001
	0.178
	0.000
	0.000
	0.000

	Schulte-Rüther 2014 TD Exp13 Affective
	0.027
	0.219
	0.175
	0.132
	0.256
	0.139
	0.196
	0.000
	0.000
	0.001

	Schulte-Rüther 2014 TD Exp14 Affective
	0.136
	0.152
	0.135
	0.139
	0.000
	0.000
	0.156
	0.000
	0.000
	0.000

	Stroth 2019 TD Exp17 Affective
	0.000
	0.000
	0.000
	0.000
	0.000
	0.002
	0.000
	0.198
	0.031
	0.001

	Stroth 2019 TD Exp18 Affective
	0.000
	0.000
	0.000
	0.000
	0.000
	0.000
	0.000
	0.133
	0.187
	0.000


Note. Columns are the ten clusters of Table 4, in the order given there; values are the proportional reduction in the ALE statistic within the cluster when that experiment is removed. The largest single-experiment contribution was 0.306 (Hadjikhani et al., 2014, C5), followed by 0.295 (Lassalle et al., 2019, C10).
S4.3 Leave-two-out analysis: studies reporting uncorrected within-group thresholds
Jeon et al. (2024) and Kim et al. (2016) reported the within-group contrasts from which coordinates were extracted at uncorrected voxel-level thresholds. Both were retained in the primary analyses, and their joint influence was examined by repeating each within-group meta-analysis with all of their experiments removed (autistic group: 15 of 18 experiments retained; non-autistic group: 14 of 17).
Each leave-two-out meta-analysis was run with the same settings as the primary analyses (ALE, 10,000 Monte Carlo permutations, cluster-forming threshold p < .001 uncorrected, cluster-level p < .05 FWE, cluster mass). Nine of the ten clusters in the non-autistic group and six of the seven in the autistic group were recovered, in most cases with a larger extent than in the primary analysis. In both groups the exception was the dorsomedial frontal cluster (superior frontal gyrus / paracingulate cortex / pre-supplementary motor area), which did not reach the corrected threshold once the two studies were removed; it is also the cluster with the highest p-value in each primary analysis. Convergence in this region is therefore the least robust of the within-group findings and should be interpreted with corresponding caution. One cluster not present in the primary non-autistic analysis emerged, in the left angular gyrus (−50, −66, 36; 608 mm³, p = .040).
Table S6. Leave-two-out analysis: recovery of the primary within-group clusters after removing Jeon et al. (2024) and Kim et al. (2016).
	Group
	Cluster
	Region
	MNI (x, y, z)
	Size, primary (mm³)
	p FWE, primary
	Size, L2O (mm³)
	p FWE, L2O
	Recovered

	Non-autistic
	C1
	Precuneus / posterior cingulate cortex
	0, −52, 30
	2,904
	<.001
	3,160
	<.001
	Yes

	Non-autistic
	C2
	Dorsomedial prefrontal cortex
	0, 56, 24
	2,816
	<.001
	3,648
	<.001
	Yes

	Non-autistic
	C3
	Middle temporal gyrus / pSTS (L)
	−58, −42, −2
	1,416
	<.001
	1,600
	<.001
	Yes

	Non-autistic
	C4
	Inferior frontal gyrus, pars triangularis (R)
	52, 30, −6
	1,216
	<.001
	1,272
	<.001
	Yes

	Non-autistic
	C5
	Inferior frontal gyrus, pars orbitalis (L)
	−46, 26, −8
	1,120
	.024
	1,272
	.008
	Yes

	Non-autistic
	C6
	Middle temporal gyrus / pSTS (R)
	56, −38, −2
	1,088
	<.001
	1,200
	<.001
	Yes

	Non-autistic
	C7
	Anterior insula (L)
	−28, 24, 0
	976
	<.001
	776
	.003
	Yes

	Non-autistic
	C8
	Superior frontal gyrus / pre-SMA
	−4, 26, 46
	864
	.049
	—
	—
	No

	Non-autistic
	C9
	Supramarginal gyrus (L)
	−60, −46, 32
	856
	.007
	952
	.002
	Yes

	Non-autistic
	C10
	Inferior frontal gyrus, pars triangularis (L)
	−54, 24, 8
	656
	.025
	720
	.012
	Yes

	Autistic
	C1
	Precuneus / posterior cingulate cortex
	0, −54, 32
	2,152
	<.001
	2,456
	<.001
	Yes

	Autistic
	C2
	Angular gyrus / TPJ (L)
	−50, −58, 26
	1,720
	<.001
	2,000
	<.001
	Yes

	Autistic
	C3
	Angular gyrus / TPJ (R)
	54, −56, 24
	1,224
	.024
	1,552
	.005
	Yes

	Autistic
	C4
	Inferior frontal gyrus, pars triangularis/opercularis (L)
	−48, 26, 4
	1,120
	.002
	1,336
	<.001
	Yes

	Autistic
	C5
	Paracingulate / pre-SMA
	−6, 16, 46
	1,032
	.039
	—
	—
	No

	Autistic
	C6
	Cerebellum (Crus I/II, R)
	26, −82, −36
	984
	<.001
	1,064
	<.001
	Yes

	Autistic
	C7
	Middle temporal gyrus / pSTS (R)
	60, −38, −2
	728
	.011
	832
	.003
	Yes


S5. Deposited materials
Unthresholded statistical maps for all analyses — within-group ASD and TD, conjunction, between-group subtraction, and the affective and cognitive subgroup analyses — are deposited in NeuroVault: https://identifiers.org/neurovault.collection:24607
