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Figure S1. Quantification of Western blot results. A. Quantification of Western Blot results in Figure 3B. B. Quantification of Western Blot results in Figure 8A.
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Figure S2. Quantification of wound healing assay and transwell cell migration/invasion assay results. A. Quantification of wound healing assay results in Figure 3C. B. Quantification of transwell cell migration/invasion assay results in Figure 3D. C. Quantification of wound healing assay results in Figure 8E. D. Quantification of transwell cell migration/invasion assay results in Figure 8F.






































Supplementary Table 1: Primary and secondary antibodies used in this study
	Antibody
	Antibody

	AKR1B10
	Cat#ab192865; RRID: AB_3101779

	TFAP2A
	Cat#A2294; RRID: AB_2862990

	β-actin
	Cat#66009-1-Ig; RRID: AB_2687938

	N-cadherin
	Cat#66219-1-Ig; RRID: AB_2881610

	SLUG
	Cat#12129-1-AP; RRID: AB_2191889

	Vimentin
	Cat#10366-1-AP; RRID: AB_2273020

	MMP-2
	Cat#10373-2-AP; RRID: AB_2250823

	Mcl-1
	Cat#16225-1-AP; RRID: AB_2143977

	Bcl-2
	Cat#12789-1-AP; RRID: AB_2227948

	Bax
	Cat#50599-2-Ig; RRID: AB_2061561

	Rabbit IgG (H+L)-HRP
	Cat#GB23303; RRID: AB_2811189

	Mouse IgG (H+L)-HRP
	Cat#GB23301; RRID: AB_2904020






















Supplementary Table 2: qPCR primer sequences in this study
	Gene names
	Primer sequence(5’-3’) 

	AKR1B10-F
	TCAGAATGAACATGAAGTGGGG

	AKR1B10-R
	TGGGCCACAACTTGCTGAC

	TFAP2A-F
	AGGTCAATCTCCCTACACGAG

	TFAP2A-R
	GGAGTAAGGATCTTGCGACTGG

	β-actin-F
	ATCATGAAGTGTGACGTGGAC

	β-actin-R
	GACTCGTCATACTCCTGCTTG
































Supplementary Table 3: shRNA sequences in this study
	Name
	Sequence

	AKR1B10-sh1
	GATCCGTGTTGCAATCCTCTCATTTTCAAGAGAAATGAGAGGATTGCAACATTTTTTG

	AKR1B10-sh2
	GATCCGAAGTGAAAGAAGCAGTGAATCAAGAGTTCACTGCTTCTTTCACTTTTTTTTG


































Supplementary Table 4: Mutant plasmid sequences used in dual luciferase reporter gene experiments
	Name
	Sequence

	Target 1-mut
	TTTCTTTCTTTTTTT

	Target 2-mut
	CCACTTTCAT

	Target 3-mut
	TCACAGGGAAAGCAA













Supplementary Table 5: Candidate transcription factors predicted to target the AKR1B10 promoter
	Candidate transcription factors
	binding scores
	Spearman R
	P value

	TFAP2A
	8.53
	0.31
	＜0.001

	HNF1B
	11.1
	-0.017
	0.695

	KLF16
	6.89
	0.061
	0.157

	SP3
	6.9
	-0.191
	＜0.001
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