
GCA 021166195.1

GCA 029853835.1

GCA 032826355.1

GCA 036287375.1

GCA 029853875.1

GCA 041283575.1

GCA 041514545.1

GCA 041514655.1

GCA 041283545.1

GCA 041200285.1

GCA 041344895.1

GCA 041200275.1

GCA 036542205.1

GCA 003955455.1

GCA 046622495.1

GCA 027151845.1

GCA 026128125.1

GCA 046626775.1

GCA 002264785.1

GCA 003203435.1

GCA 041200215.1

GCA 022850675.1

GCA 022125105.1 ST65

Tree scale: 0.1

Figure S2. Phylogeny of hvKp ST11 genomes. Distinct MDR lineages are observed, with most genomes from 
China (collapsed node) clustering separately from those from Taiwan (red background) and Italy (blue background). 
A ST65 genome was included as the outgroup.


