Supplementary Material S2. Summary of statistical analyses of the relative abundance of dominant bacterial taxa in the gut microbiota of Melipona scutellaris and Apis mellifera scutellata × spp. Results were obtained using ANOVA followed by Tukey’s post hoc test or Kruskal–Wallis followed by Dunn’s multiple comparisons test, as appropriate. The p-values indicate the significance of differences between species, and taxa with p ≤ 0.05 were considered significantly different. The column “More abundant in” shows which species presented the higher relative abundance for each taxon.
	Taxon
	Statistical test
	p-value
	Significant difference?
	More abundant in

	Bifidobacterium
	ANOVA + Tukey
	0.0157
	Yes
	Melipona

	Apibacter
	Kruskal-Wallis + Dunn
	0.005 / 0.0027
	Yes
	Melipona

	Staphylococcus
	Kruskal-Wallis + Dunn
	0.136 / 0.068
	No
	–

	Lactobacillus
	ANOVA + Tukey
	0.38
	No
	–

	Anthococcus
	ANOVA + Tukey
	0.0091
	Yes
	Melipona

	Lactobacillales
	Kruskal-Wallis + Dunn
	0.007 / 0.0035
	Yes
	Melipona

	Commensalibacter
	Kruskal-Wallis + Dunn
	0.007 / 0.0035
	Yes
	Melipona

	Rhizobiaceae
	Kruskal-Wallis + Dunn
	0.008 / 0.0041
	Yes
	Melipona

	Snodgrassella
	Kruskal-Wallis + Dunn
	0.009 / 0.0045
	Yes
	Melipona

	Neisseriaceae
	Kruskal-Wallis + Dunn
	0.008 / 0.0041
	Yes
	Melipona

	Rosenbergiella
	Kruskal-Wallis + Dunn
	0.40
	No
	–

	Enterobacteriaceae
	Kruskal-Wallis + Dunn
	0.009 / 0.0045
	Yes
	Melipona

	Frischella
	Kruskal-Wallis + Dunn
	0.007 / 0.0035
	Yes
	Melipona

	Gilliamella
	Kruskal-Wallis + Dunn
	0.0088 / 0.0044
	Yes
	Melipona

	Orbaceae
	Kruskal-Wallis + Dunn
	0.02 / 0.02
	Yes
	Melipona



