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Supplementary figure 1. Representative molecular marker amplifications. The upper panels display the amplifications obtained from hAE samples at the morula and blastocyst stages, and from an IVF control at the blastocyst stage. The corresponding sex determinations are presented in the lower panels.



	Gene
	Primer sequence (5´-3´)
	Fragment size (bp)
	Access code

	DNMT3b
	F: TTTGGTGATGGCAAGTTCTC
R: TCAGCTGATCCTCCAGTGAG
	199
	NC_037340

	DSC2
	F: ATCTTACGTGTTGCCGTTCG
R: TGTTCGTGGTGGATCTGGAA
	241
	NM_001166526

	HNRNPA2B1
	F: TATGGAAGTGGCCGTGGATT 
R: TCATAACCACCTCCGTAGCC
	164
	NM_002136

	H2AFZ
	F: CGGAAAGGCCAAGACAAAGG
R: TGCAAGTGACGAGGGGTAAT
	234
	X52318

	SMARCAL1
	F: GACCCTCACCCTTTTTCGC
R: CTTCCGGTAATAGGCCGCTA
	232
	NM_176666

	Glut-1 (SLC2A1)
	F: CTGCTGAGCGTCATCTTCAT
R: CTTCTTCTCCCGCATCATCT
	204
	NM_174602

	Oct-4
	F: GATATACCCAGGCCGATGTG
R: CTCGGTTCTCGATACTCGTC
	240
	NM_174580

	Nanog
	F: TCCTGATTCTTCCACAAGCC
R: GGTTCTGGAACCAGGTCTTC
	242
	NM_001025344

	Cdx2
	F: AGACAAATACCGGGTCGTGT
R: CTTTCCTTTGCTCTGCGGTT
	168
	NM_001206299

	AMPKA1
	F: AGCCCTTCCTTCTCTTGCTC
R: AGGATGCCTGAAAAGCTTGA
	246
	NM_001109802

	GAPDH
	F: ACCCAGAAGACTGTGGATGG
R: ACGCCTGCTTCACCACCTT
	247
	NM_001034034

	β-actin
	F: GGCATTCACGAAACTACCTT
R: CAATCCACACGGAGTACTTG
	208
	NM_173979


Supplementary table 1. List of primer sequences used for qRT-PCR.

	Group
	Rep.
	n
	2 cells
	3-4 cells
	5-8 cells
	9-16 cells
	> 16 cells
	morula

	FA
	3
	48
	7 (14,58) a
	5 (10,42) a
	24 (50) a
	8 (16.67) a
	0 (0)
	4 (8,33) a

	AFA
	1
	19
	12 (63,16) b
	4 (21,05) a
	2 (10,53) b
	0 (0) ab
	0 (0)
	1 (5,26) a

	PA
	2
	40
	3 (7,5) a
	7 (17,5) a
	17 (42,5) a
	1 (2,5) b
	0 (0)
	12(30) b


Supplementary table 2. Cell counts on day 5 of in vitro development for embryos generated by oocyte-blastomere fusion and parthenogenesis. FA: fusion before activation; AFA: fusion during activation; PA: diploid parthenogenetic control. a,b Different superscripts within the same column indicate statistical differences (p≤0.05).
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