Supplementary Table 1 Fixed-effects panel regression of malaria outcomes on presumptive treatment indicators, Ghana, 2018–2025
	Exposure
	Inference
	Admission rate (/1,000)
	Mortality rate (/100,000)
	CFR (%)
	Confirmed incidence (/1,000)

	PMT rate
	Cluster-robust: β (95% CI); p
	0.067 (−0.099 to 0.233); p = 0.402
	0.000 (−0.041 to 0.040); p = 0.994
	−0.001 (−0.002 to 0.001); p = 0.495
	−2.926 (−4.500 to −1.352); p = 0.001

	
	Wild cluster bootstrap: p
	0.381
	0.994
	0.474
	0.009

	Not-tested treatment rate
	Cluster-robust: β (95% CI); p
	0.087 (−0.105 to 0.279); p = 0.349
	0.004 (−0.042 to 0.050); p = 0.849
	0.000 (−0.002 to 0.001); p = 0.667
	−2.812 (−4.477 to −1.146); p = 0.003

	
	Wild cluster bootstrap: p
	0.338
	0.842
	0.654
	0.014

	Test-negative treated rate
	Cluster-robust: β (95% CI); p
	−0.368 (−1.424 to 0.688); p = 0.469
	−0.109 (−0.300 to 0.082); p = 0.243
	−0.005 (−0.011 to 0.001); p = 0.096
	−8.610 (−19.596 to 2.376); p = 0.116

	
	Wild cluster bootstrap: p
	0.445
	0.204
	0.077
	0.061


Each cell is a separate model with one exposure, region fixed effects, and year fixed effects (16 regions; 128 region-years, 2018–2025, when both components of presumptive treatment were reported). Cluster-robust inference uses standard errors clustered by region with the CR1 correction and a t distribution with 15 degrees of freedom. Bootstrap p-values are from a wild cluster restricted bootstrap with Webb weights (9,999 replications) under the null hypothesis β = 0. Test-negative treated rate estimates equal those in Table 4, because that exposure is available only for 2018–2025. β is the within-region change in the outcome per one-percentage-point increase in the exposure. PMT, presumptive malaria treatment; CFR, in-hospital case fatality rate.
