99256(Ath_DREB3)
18018(Ntab_ERF3)
22486(Ath_ERF053)
13863(Ath_ERF109)
116164(Ntab_ERF3)
62763(Ath_ERFO03)
72431(Ath_ERF4)
75974(Ntab_ERF4)
102691(Ath_ERF114)
123270(Ath_AP2)
116458(Ath_ERF062)
1498(Ath_ERF035)
17360(Ath_ERF012)
51181(Ath_WRHM)
15944(Slyc_ERF.C.3)
12116(Slyc_ERF C 3}
17689(Ath_AP2)
115939(Ath_CRF)
25621(Ath_AP2)
52993(Ath_RAP2-7)
116214(Ath_ERF114)
88832(0si_AP2-1)
116194(Ath_ANT)
88831(0si_AP2-1)
25622(Ath_AP2)
58508(Ath_AP2)
60460(Nsyl ERF2)
77875(Ath RAP2-2)
119365(Ntab_ERF?)
124177(Ath_ERF098)
25623(Ath_AP2)
66975(Ath RAP2-4)
27599(Slyc_ERF C 3)
43499(Ath_ERF1A)
17890(Ath_DREB3)
4752(Ath_AP2)
119364(Ath_ERF1A)
38001(Ath_DREB3)
56915(Ntab_ERFS)
83833(0si_AP2-1)
101408(Ath ERF114)
87331(0si_AP2-1)
82825(Ath_AP2)
66773(Nsyl ERF2) 2'2':2
75734(Ath RAP2-4)
87330(Ath_AP2)
101745(Ntab_ERF3)
80130(Ntab_ERF3) 0
113643(Ath_CRF)
28183(Ath DREBS) |
77139(Ath_ERF003) 12
117494(Ath_ERF003)
18900(Ath_ERF012)
16324(Ath LEP)
119348(Ath_ERF061)
115131(Ath_AF2)
29976(Ath_ERF110)
17155(Ath_ERF012)
117884(Ath_ERF003)
122442(Ath ERF096)
116185(Ath_AP2)
118426(Ath_ANT)
14328(Ath DREB3)
20863(Ath_WIN1)
120294(Ath_ERF026)
16459(Ath_ESR1)
2480(Ath_ERF098)
73090(Ath_ERF109)
119363(Ath_ERF1A)
60084 (Ath_AILS)
69779(Ath_AIL1)
26289(Ath_CRF4)
126571(Ath_ERF084)
70214(Ath_ERF010)
81113(Ath_ERF110)
46983(Ath_ABR1)
79587(Ath_ERF110)
A4T072(Ath_ESR2)
70976(Ath ERF023)
76747(Ath_ERF110)
79794(Ath_ERF110)
75061(Ath_ERF12)
75700(Ntab_ERF2)
§9420(Ath_DREB2C)
80255(0s] DREB2B)
74815(Achi_ERF)
78443(Ath DREB2C)
11100(Ath_PLT2)
22719(Ath_ABI4)
68650(Nsyl ERF2)
80484(Ath_CRF2)
61819(Ath_ERF106)
81643(Ntab_ERF5)
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Figure S1 Heatmap of log2 fold change values for AP2-EREBP transcripts across four experimental
comparisons. Hierarchical clustering was performed using average linkage. Colors indicate
down-regulation (blue), no change (white), and up-regulation (red); black indicates missing data.



11312(Ath_NAC090}
11744(Ath_NAC043)
14034(Ath_NAC100}
121098(Ath_NACO73)
113738(Ath_NACO71)
17020(Ath_NAC037)
122488(Ath_NAC021)
£5390(Ath_NAC100)
8564(Ath_NAC056)
14559(Ath_NAC083)
22019(Gmax_NACE)
12074(Ath_NAC043)
121580(Gmax_NACE)
121641(Ath_NACD007)
18831(Ath_NAC083)
5700.0(Ath_NAC100)
18220(Ath_NACO056)
36795(Ath_NAC056)
525(Ath_NAC090)
51637(Ath_NAC055)
75413(Slyc_JA2L)
75964{0sj_NAC048)
72974(Slyc_JA2L)
74214{Ath_NAC081)
72720(Ath_NAC081)
72890(Ath_NAC002)

55492(Slyc_NAP2)
69665(Ath_NAC039) Val

] alue
16261(Ath_NAC087) o2
67175(Ath_NAC053)
74259(Ath_NAC002) 0

75015(Slyc_NAPA)
73964(Ath NACOTT) [
78365(Ath_NAC010)
24377(Ath_FEZ)
122682(Ath_NAC096)
22721(Achi_NAC)
13413(Ath_NAC056)
55628(Achi_iUCH)
27933(Ath_NACOT5)
95024(Ath_NAC100)
6623(0s]_NAC54)
78084(Ama_NACE)
14420(Ath_SOG1)
82604(Ath_NAC083)
13472(Ath_NAC100)
55050(Ath_NAC083)
36817(Ath_NAC100)
£9205(Ath_NAC056)
70929(Ath_NAC083)
76444(Ath_NAC066)
79201(0sj_NAC048)
12785(Ath_NAC035)
93973(Ath_NAC017)
56481(Ath_NACO66)
£6482(Achi NAC)
68440(Ath_NAC091)
B0046(Ath_NAC021)
91314(Ath_SOG1)
67920(Ath_NAC083)
88650(Ath_SOG1)
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Figure S2 Heatmap of log2 fold change values for NAC transcripts across four experimental
comparisons. Hierarchical clustering was performed using average linkage. Colors indicate
down-regulation (blue), no change (white), and up-regulation (red); black indicates missing data.



13028(Ath_WRKYT1)
17398(Ath_WRKY?9)
116826(Ath_WRKY42)
116219(Achi_WRKY)
19421(Ath_WRKY22)
116049(Ath_WRKY14)
18574(Ath_WRKYTS)
18764(Slyc_WRKYT2A)
52833(Ath_WRKY29)
18779(Ath_WRKY44)
13293(Ath_WRKY72)
18530(Ath_WRKYT1)
116351 (Ath_WRKY5T)
17785(Ath_WRKYT1)
116398(Ath_WRKYS)
19422(Ath_WRKY22)
39721(Ath_WRKY44)
80662(Ath_WRKY30)
10633(Ath_WRKY41)
41182(0si_WRKYT6)
109411 (Ath_WRKY33)
24342{Ath_WRKY30)
76993(Ath_WRKY21)
17015(Ath_WRKY14)
102331(Ath_WRKY28)
67293(Ath_WRKYS)
35564(0sj_WRKY24)
78799(Ath_WRKY21)
70729(Ath_WRKY11)
1314(Ath_WRKY?29)
62985(Ath_WRKYST)
78124(Ath_WRKY?3)
86829(0si_WRKY24)
81937(Ath_WRKY21)
93121(Ath_WRKY4)
23929(Ath_WRKYE)
75608(Ath_WRKYE9)
T8T43(Ath_WRKY20) 2'2?0
106277 (Ath_WRKY45)
20620(Ath_WRKYT5)
41183(Ath_WRKY40) 0
100815(Ath_WRKY6S5)
52496(Ath WRKY7S)
92449(Ath_WRKY48) -10
39999(Ath_WRKY6)
92450(Ath_WRKY48)
68738(Ath_WRKY48)
88085(Ath_WRKYT1)
57671(Ath_WRKYST)
67716(Ath_WRKYE)
80276(Ath_WRKYS)
51040(0sj_WRKY24)
101158(Ath_WRKYT)
95820(Ath_WRKY42)
117068(Ath_WRKY33)
18657(Ath_WRKY15)
66945(Ath_WRKYS)
73054(Ath_WRKYT1)
17381(Ath_WRKYT)
60641 (Ath_WRKYT1)
88002(Ath_WRKY48)
92451(Ath_WRKY48)
93119(Ath_WRKY?3)
I 2060 Ath WRKYA0)
88258(Mpru_WRKY2)
92641(Ath_WRKY53)
68472(Ath_WRKY40)
60539(0si_WRKY45-2)
76275(Ath_WRKY40)
63523(Ath_WRKYT0)
64482(Slyc_WRKY70)
42466(Ath_WRKY4)
85593(Slyc_WRKYT0)
51142(Slyc_WRKY70)
58471(Ath_WRKY1)
63501(Ath_WRKY2)
69417(Slyc_WRKY70)
74327(Ath_WRKY22)
60995(Ath_WRKY?2)
61590(Achi_WRKY)

Figure S3 Heatmap of log2 fold change values for WRKY transcripts across three experimental
comparisons. Hierarchical clustering was performed using average linkage. Colors indicate
down-regulation (blue), no change (white), and up-regulation (red); black indicates missing data.



17100(0si_HOX3)
64339(Ath_ATHB-8)
79573(Ath_PDF2)

60T95(Ath_HATS)
70519(Ath_HAT14)
60766(Ath_ATHB-8)
30707(Ath_HATS)

63203(Ath_PDF2)
298307(Ath_HDG11)
71895(Ath_ATHB-14)
118323(Ath_HAT3)
75630(Ath_ATHB-12)
91691(Ath_ANL2)
32902(Ath_ATML1)
38906(Ath_HAT4)
17606(Ath_HAT22)

68234(Ath_REV) Value
90551(Ath_REV) = 10
11946(Ath_HAT14)
59754(Ain_HOXB)
17605(Ath_HAT22)
13664(Achi_HD-Zip-like)
99301(Ath_HAT14) L_JRT,
45656(Ath_ATHB-40)
18061(Ath_GL2)
6999(Ath_ATHB-40)
15530(Ath_HATS)
14081(Ath_HATT)
116252(Ath_ATHB-13)
116432(Ath_ATHB-13)
35634(Ath_ATHB-5)
85447(Ath_ATHB-6)
104113{Ath_ATHB-5)
15531(Ath_HATS)
9056(Ath_ATHB-51)
16830(Ath_ATHB-52)
1920.0(Ath_ATHB-13)
1920.1(0sj_HOX21)
12904({Ath_ATHB-13)

Figure S4 Heatmap of log2 fold change values for HD-ZIP transcripts across three experimental
comparisons. Hierarchical clustering was performed using average linkage. Colors indicate
down-regulation (blue), no change (white), and up-regulation (red); black indicates missing data.



18822(Achi_MYB123)
115908(Amaj_MYB306)
13848(Ath_RAX3)
119256(0sj_MYB30)
16402(Ccro_MYB3)
19030(Ath_RAX3)
17121(Ath_CPC)
72796(Ath_MYB73)
18164(Achi_MYB123)
8099(Ath_NYB4)
116593(Ath_MYB20)
119870(Phyb_MYB4)
16415(Ath_MYB93)
115983(Ath_RAX1)
17391(Shic_Y1)
9048(Ath_NTYB16)
6274(Ccro_MYB2)
116030(Ath_RAX2)
18760(Ccro_MYBHA)
25585(Phyb_MYB4)
6119(Ath_RAX3)
106508(Phyb_MYB4)
107076(0sj_CSA)
17092(Ath_MYB61)
16568(Ath_RAX2)
18015(Ath_MYB61)
16631(Ath_MYB62)
19269(Achi_MYB1)
10141(Amaj_MYB308)
12642(Ath_YB93)
115966(Ath_MYB14)
30405(Ath_MYB102)
115728(Ath_MYB105)
8676(Ath_MYB108)
12436(Ath_WER)
23900(Ath_RAX3)
121077(Ath_MYB59)
7411(Ath_MYB52)
92401(Ath_MYB62)
82739(Ath_MYB62)
16959(Ath_MYBS5)
31383(Amaj_MYB306)  Value
63699(Amaj_ MYB306) == +13
9442(Ath_MYB17)
£9369(Ath_HHO3)
92752(Ath_TRF4) 0
69060(Ath_MYB44)
63419(Ath_MYB1)
72160(Achi_MYB-ike) B 44
83924(Ath_MYB3R5)
£5690(Amaj_MYB308)
£5691(Phyb_MYBA4)
82399(Ath_MYB3R5)
16997(Ath_MYB102)
26938(Ath_MYB15)
23117(Ath_MYB35)
110039(Aruf MYB-R1)
74799(Ath_MYB73)
17908(0sj_MYB2)
78029(Arul MYBT3)
102670(Ath_MYB17)
9531(Ath_MYB98)
66322(Ath_MYB101)
73923(Ath_MYB97)
106507(Amaj_MYB308)
72888(Ath_NYB1)
67212(Ath_RAX2)
99879(Ath_MYB88)
44882(Zmay_SMHS)
103877(Ath_HHOE)
66051(Ath_TRF4)
14027(Ath_MYB35)
9918(Ath_MYB14)
121461(Ath_MYB6)
14884(Ccro_MYBA)
122161(Ath_MYBB8E)
118260(Ath_MYB74)
2404.0(Ath_MYB93)
9623(Ath_IIYB93)
106506(Amaj_MYB308)
45371(0sj_C5A)
116529(Ath_MYB102)
32994(Ath_MYB38)
94211(Ath_AS1)
120080(Zmay_RS2)
22583(Ath_MYB48)
42780(Ath_MYB20}
99804(Ath_MYB)
84186(Ath_MYB73)
99803(Ath_MYB25)

Figure S5 Heatmap of log2 fold change values for MYB transcripts across four experimental
comparisons. Hierarchical clustering was performed using average linkage. Colors indicate
down-regulation (blue), no change (white), and up-regulation (red); black indicates missing data.



76482(Ath_ABI5)
94904(Pcri_ CPRF2)
80317(Ath_ABF2)
82346(Aruf_bZIP9)
ATT15(Ath_ABI5)
112966(Ath_BZIP44)
62806(Ath_DPBF3)
94905(Pcri_ CPRF2)
68527(Ath_BZIP44)
34595(Ath_BZIP44)
75201(Ath_ABF2)
1080(Ath_FD)
80843(Ath_POSF21)
86512(Ath BzIPa3) ~ Value
43079((Aruf_bZIP) 8
59280(Ath_ABIS)
14275(Ath_BZIP24)
57073(Achi_bZIP) ..
91270(Ath_BZIP53)
19580(Ath_BZIP44)
48120(Ath_FD)
57074(Achi_bZIP)
55273(Ath_DPBF3)
81706(Ath_ABF2)
91726(Ath_RISBZ4)
82756(Achi_ABllike)
15810(Ath_BZIP34)
14429(Ath_BZIP11)
86174(Ath_ABF2)
117354(Ath_BZIP44)
19568(Ath_BZIP44)

Figure S6 Heatmap of log2 fold change values for bZIP/ABF transcripts across four experimental
comparisons. Hierarchical clustering was performed using average linkage. Colors indicate
down-regulation (blue), no change (white), and up-regulation (red); black indicates missing data.



	Slajd 1
	Slajd 2
	Slajd 3
	Slajd 4
	Slajd 5
	Slajd 6

