Table 1. Baseline clinical and genetic characteristics of 418 pediatric AML patients stratified by MRD kinetics (Neg/Neg, Pos/Neg, Pos/Pos).
	Characteristic
	Overall
	Neg/Neg
	Pos/Neg
	Pos/Pos
	p-value

	
	N = 418
	N = 307
	N = 56
	N = 55
	

	Age, years
	9.6 (2.7-13.9)
	9.4 (2.9-13.8)
	8.0 (2.0-12.5)
	11.2 (3.5-14.7)
	.255

	Gender
	
	
	
	
	.995

	    Male
	207 (49.5%)
	152 (49.5%)
	28 (50.0%)
	27 (49.1%)
	

	    Female
	211 (50.5%)
	155 (50.5%)
	28 (50.0%)
	28 (50.9%)
	

	WBC, x10^9/L
	27.3 (11.1-81.4)
	23.9 (10.8-75.1)
	43.1 (19.1-138.0)
	27.6 (11.6-104.6)
	.022

	Bone marrow blasts, %
	70.0 (49.0-85.0)
	69.5 (48.8-82.8)
	73.0 (49.5-90.0)
	71.1 (49.0-87.2)
	.844

	ELN 2022 risk
	
	
	
	
	<.001

	    Low
	186 (44.5%)
	151 (49.2%)
	24 (42.9%)
	11 (20.0%)
	

	    Intermediate
	184 (44.0%)
	130 (42.3%)
	24 (42.9%)
	30 (54.5%)
	

	    Adverse
	48 (11.5%)
	26 (8.5%)
	8 (14.3%)
	14 (25.5%)
	

	Treatment protocol
	
	
	
	
	.657

	    AAML03P1
	50 (12.0%)
	37 (12.1%)
	5 (8.9%)
	8 (14.5%)
	

	    AAML0531
	368 (88.0%)
	270 (87.9%)
	51 (91.1%)
	47 (85.5%)
	

	FLT3-ITD mutation
	
	
	
	
	.002

	    No
	354 (84.9%)
	268 (87.6%)
	48 (85.7%)
	38 (69.1%)
	

	    Yes
	63 (15.1%)
	38 (12.4%)
	8 (14.3%)
	17 (30.9%)
	

	NPM1 mutation
	
	
	
	
	.819

	    No
	377 (90.8%)
	276 (90.8%)
	50 (89.3%)
	51 (92.7%)
	

	    Yes
	38 (9.2%)
	28 (9.2%)
	6 (10.7%)
	4 (7.3%)
	

	t(8;21)
	
	
	
	
	.192

	    No
	342 (82.6%)
	245 (80.6%)
	49 (89.1%)
	48 (87.3%)
	

	    Yes
	72 (17.4%)
	59 (19.4%)
	6 (10.9%)
	7 (12.7%)
	

	inv(16)
	
	
	
	
	.035

	    No
	350 (84.5%)
	249 (81.9%)
	49 (89.1%)
	52 (94.5%)
	

	    Yes
	64 (15.5%)
	55 (18.1%)
	6 (10.9%)
	3 (5.5%)
	

	KMT2A rearrangement
	
	
	
	
	.346

	    No
	350 (84.5%)
	255 (83.9%)
	50 (90.9%)
	45 (81.8%)
	

	    Yes
	64 (15.5%)
	49 (16.1%)
	5 (9.1%)
	10 (18.2%)
	

	SCT in first CR
	
	
	
	
	.001

	    No
	350 (83.7%)
	269 (87.6%)
	39 (69.6%)
	42 (76.4%)
	

	    Yes
	68 (16.3%)
	38 (12.4%)
	17 (30.4%)
	13 (23.6%)
	


Median (IQR) for continuous variables; n (%) for categorical variables. ELN 2022 risk was mapped from the original TARGET categories (Low/Standard/High). Kruskal-Wallis rank sum test, Pearson's Chi-squared test, or Fisher's exact test as appropriate. Missing data: bone marrow blasts (n=23); FLT3-ITD (n=1); NPM1 (n=3); t(8;21) (n=4); inv(16) (n=4); KMT2A (n=4). WBC, white blood cell count; SCT, stem cell transplantation; CR, complete remission; MRD, measurable residual disease.
