Table 1								
[bookmark: _Hlk218539156]Cell surface CD antigen profiles of parental HMC-1.2 cells and HMC-1.2 subclones
---------------------------------------------------------------------------------------------------------------------------
												Expression of CD antigens on HMC-1.2 cells
								--------------------------------------------------------------------------------------------
Antigen 			CD			Parental		-2fC7			-3rD2			+3rE8			+1rH3		+2fE8	
---------------------------------------------------------------------------------------------------------------------------
LFA-2 			CD2			+++			+/-				+/-				+++			+++			+++	
Tetraspanin-29	CD9			+++			+++			+++			+++			+++			+++	
IL-2RA			CD25		+/-				-				-				-				-				-
PECAM-1		CD31		+++			+++			+++			+++			+++			+++
HERMES		CD44		+++			+++			+++			+++			+++			+++
ICAM-1			CD54		+++			++				+++			+				+				+
LFA-3			CD58		+++			+++			+++			+++			+++			+++
E-Selectin		CD62E		+				-				-				+/-				-				-
P-Selectin		CD62P		-				-				-				-				-				-
LAMP-3		CD63		+++			+++			+++			+++			+++			+++
KIT				CD117		+++			+++			+++			+++			+++			+++
PSGL-1 			CD162		+++			+++			+++			+++			+++			+++
---------------------------------------------------------------------------------------------------------------------------
Parental HMC-1.2 cells and HMC-1.2 cell subclones (CD2-negative: -2fC7, -3D2, CD2-positive: +3rE8, +1rH3, +2fE8) were stained with fluorochrome-labeled mAb depicted in Table S1. Expression of surface CD antigens was analyzed as described in the text and is expressed as percentage of cells relative to an isotype-matched control antibody using the following scale: 0-10%: -; 11-20%: +/-; 21-45%: +; 46-70%: ++; 71-100%: +++.
[bookmark: _Hlk218545157]Abbreviations: LFA, leukocyte function-associated antigen; IL-2RA, interleukin-2 receptor alpha chain; PECAM-1, platelet endothelial cell adhesion molecule-1; LAMP-3, lysosome-associated membrane glycoprotein 3; PSGL-1, P-selectin-glykoprotein-ligand-1; mAb, monoclonal antibodies. 



















Table 2
Expression of cytoplasmic antigens in parental HMC-1.2 cells and HMC-1.2 subclones
--------------------------------------------------------------------------------------------------------------------------
									Expression of antigens in HMC-1.2 cells
						-------------------------------------------------------------------------------------------------
Antigen 							Parental			-2rE6			-3rD2		+1rH3	
--------------------------------------------------------------------------------------------------------------------------
LFA-2 (CD2)					+/-					-				-				+					
HDC								+					+				+				+
Tryptase							+					+				+				+	
KIT								++					++				++				++
HO-1								++					++				++				++
VEGF							+/-					+/-				+/-				+
--------------------------------------------------------------------------------------------------------------------------
Parental HMC-1.2 cells and HMC-1.2 subclones (-2rE6,	-3rD2, +1rH3) were spun on cytospin slides and stained with antibodies against various differentiation antigens by indirect immunocytochemistry (ICC) as described in the supplement. Staining was performed by antibodies shown in Supplemental Table S2 and biotinylated second-step antibodies. Antibody reactivity was made visible using neofuchsine.
Abbreviations: LFA-2, leukocyte function-associated antigen-2; HDC, histidine decarboxylase; HO-1, heme oxygenase-1; VEGF, vascular endothelial growth factors.  



Table 3

Top mRNA types overexpressed in CD2+ HMC-1.2 cells compared to CD2− HMC-1.2 cells
[bookmark: _Hlk218604366]-----------------------------------------------------------------------------------------------------------------   
Gene	 		Fold-Change      	Known Biological
Symbol 	Name 		CD2+/CD2− 	Function
-----------------------------------------------------------------------------------------------------------------   
LGALS3	Galectin-3	29.57		extracellular matrix organization
TUBA1A	Tubulin-alpha-1	24.37		microtubule-based movement
CD2 (LFA-2) 	CD2		16.39		cell adhesion and aggregation
ANXA2	Annexin-2 	6.29		collagen fibril organization 
TNS1	Tensin-1 		5.92		cell-substrate junction assembly
CDH11	Cadherin 11 	4.46 		cell adhesion 
COL5A1	Collagen V a1	4.20		cell-matrix adhesion 
[bookmark: _Hlk218630866]ANXA2P2	Annexin A2-P2 	3.85 		collagen fibril organization
 		pseudogene 2	
CCL18	Chemokine CC	3.81 		chemotaxis, homing
 		ligand 18			 
COL27A1	collagen		2.76		cell-matrix adhesion        
 		XXVII a1
CERCAM	cerebral endo- 	2.52		cell adhesion 
 		thelial cell 
 		adhesion 
 		molecule
NRCAM	neuronal cell   	2.46 		cell adhesion
		adhesion 
 		molecule	
-----------------------------------------------------------------------------------------------------------------   
[bookmark: _Hlk218604862]Gene array studies were performed on CD2+ and CD2− HMC-1.2 cells as described in the text. The top upregulated (overexpressed) genes identified in CD2+ HMC-1.2 cells compared to CD2− HMC-1.2 cells are shown together with the gene symbols (abbreviations) and the excess (fold-change) in mRNA expression. For those genes that occurred as top-upregulated in multiple array spots, the top-upregulation is shown. A complete overview of results is shown in Table S3 in the supplement to this article and in the Gene Expression Omnibus repository under http://www.ncbi.nlm.nih.gov/geo/query/acc.cgi?acc={"type":"entrez-geo","attrs":{"text":"GSE20404","term_id":"20404"}}GSE33504. 
Abbreviations: LGALS3, lectin, galactoside-binding, soluble 3; LFA-2, leukocyte function-associated antigen-2; Annexin A2-P2, Annexin A2 pseudogen 2.








Table 4

[bookmark: _Hlk219647661]Infiltration grade and local tumor formation of CD2+ and CD2− HMC-1.2 cells in the lungs of scid mice and scid select mice and comparison to survival 
-----------------------------------------------------------------------------------------------------------------
HMC-1.2	 	mouse		Animal 		Lung infiltration	Survival		Weight of i.p.
subset			species		number		grade					(day)	   		tumor (gram)	
--------------------------------------------------------------------------------------------------------------------------
CD2+			scid				1			+++					71					2.6
CD2+			scid				2			+++					73					1.1
CD2+			scid				3			++						76					1.8
CD2+			scid				4			++						76					4.9
CD2+			scid				5			++						78					2.6
CD2+			scid				6			++						83					3.6
CD2+			scid				7			+++					83					2.3
					
[bookmark: _Hlk219647997]CD2−			scid				8			+						63					0.9
CD2−			scid				9			++++					63					4.9
CD2−			scid				10			+						65					0.7
CD2−			scid				11			+						65					1.4
CD2−			scid				12			++						65					2.6
CD2−			scid				13			++++					65					5.7
CD2−			scid				14			+++					65					3.4
CD2−			scid				15			++++					83					3.3
					
CD2+			scid select		16			-						85					1.8
CD2+			scid select		17			++++					85					8.7
CD2+			scid select		18			-						91					1.0
CD2+			scid select		19			+						91					7.5
CD2+			scid select		20			+++					106				5.7
CD2+			scid select		21			++++					106				6.6
CD2+			scid select		22			-						121				0
CD2+			scid select		23			++						121				1.7
					
CD2−			scid select		24			-						65					1.1
CD2−			scid select		25			+++					69					3.7
CD2−			scid select		26			+						69					3.4
CD2−			scid select		27			n.d.					76					5.0
CD2−			scid select		28			+						80					3.6
CD2−			scid select		29			++						98					4.0
CD2−			scid select		30			++++					98					5.5
CD2−			scid select		31			-						121				1.5
CD2−			scid select		32			++++					121				6.0
---------------------------------------------------------------------------------------------------------------------------
CD2+ and CD2− HMC-1.2 cells (1 x 106 cells per mouse) were injected intraperitoneally (i.p.) into scid mice or scid-select mice. Animals were sacrificed when their overall condition became poor (in-house scoring system). Survival was defined as time between injection and sacrification.  Lung tissue sections were fixed in 4% buffered formaldehyde and stained with an antibody against CD44 to define the infiltration grade of HMC-1.2 cells. Based on staining results, the following grading was applied: -, no CD44+ cells present; +. very few CD44+ cells detected; ++ low to moderate numbers of CD44+ cells detected; +++, partially confluent layers of CD44+ cells present; ++++, confluent layers of CD44+ cells in most of the lung tissue detected. Additionally, the combined weight of the total mastocytoma load in the respective animal’s peritoneum was determined (right column). Abbreviations: n.d., not done (lung tissue lost during preparation); i.p., intraperitoneal.
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