Supplementary Table 1. Bioinformatic analyses of the proteins differentially expressed in the comparison OP vs CNT, GLA vs CNT, OP + GLA vs OP. The bioinformatic analysis was carried out using Panther (release 19.9) and Reactome softwares to cluster enriched annotation groups of pathways, and networks within the set of differentially expressed proteins to compare OP vs CNT, GLA vs CNT, OP + GLA vs OP. Proteins were considered differentially expressed if they were present only in one condition or showed significant t-test difference (Student’s t- test p value < 0.05). Functional grouping was based on Fischer’s exact test, p-value ≤ 0.05.                        
	Increased in GLA vs CNT
	Number of genes
	-log(p value)
	Genes

	Regulation of lipid metabolism by PPARα 	
	5
	6.55
	ACSL1, HMGCS1, CYP1A1, FDFT1, FADS1

	Regulation of cholesterol biosynthesis by SREBP (SREBF)
	3
	5.69
	ACACA, FDFT1, HMGCS1

	Metabolism of steroids
	4
	2.70
	ACACA, FDFT1, HMGCS1, EBP

	Metabolism of lipids
	10
	2.40
	ACSL1, GK, HMGCS1, FDFT1, ACACA, FADS1, ACADS, TMEM55B, CYP1A1, EBP

	

	Increased in OP vs CNT 
	Number of genes
	
	Genes

	Cellular responses to stress (R-HSA-2262752)
	11
	2.52
	HSPA13, EXOSC9, NUP133, HMOX2, PSMA4, TACO1, RNF2, UBE2D1, HSPA4L, HSPA2, RBBP7

	 

	Increased GLA+OP vs OP
	Number of genes
	 
	Genes

	Selective autophagy
	6
	3.01
	CSNK2A1, TUBB2B, SQSTM1, TUBA1A, VCP, CSNK2A2

	β-oxidation of palmitoyl-CoA to myristoyl-CoA
	2
	3.22
	HADH,  ACADVL

	mitochondrial fatty acid β-oxidation of saturated fatty acids
	3
	3.36
	HADH, HADHA, ACADVL


	β-oxidation of hexanoyl-CoA to butanoyl-CoA
	2
	2.71
	HADH, HADHA,

	β-oxidation of octanoyl-CoA to hexanoyl-CoA
	2
	2.71
	HADH, HADHA,

	β-oxidation of lauroyl-CoA to decanoyl-CoA-CoA
	2
	2.71
	HADH, HADHA,

	The citric acid (TCA) cycle and respiratory electron transport
	10
	3.63
	NDUFA11, NDUFA13, TRAP1PDHA1, NNT, NDUFA2, SUCLG2, NDUFAF7, SLC16A3, NDUFS8

	Cellular response to heat stress
	10
	6.30
	NUP153, SEC13, NUP88, NUP210, HSPA6, VCP, DNAJB1, HSPA14, EEF1A1, HSPA12A

	Cellular responses to stress
	41
	4.42
	RPL38, GCLM, NQO1, PSMA2, PSME3, NUP153, SEC13, PSMD5, RPS25, RPS6KA1, PSMC5, TCIRG1, NUP88, PRDX3, CSNK2A1, TUBB2B, STOML2, SQSTM1, TUBA1A,, NUP210, HSPA6, VCP, CSNK2A2, RPL4, RPS7, ACADVL, MRE11A, DNAJB1, RPS9, DCTN2

	Cellular response to chemical stress
	11
	9.69
	GCLM, NQO1, PSMA2, PSME3, PSMD5, PSMC5, PRDX3, CSNK2A1, SQSTM1, VCP, CSNK2A2


[bookmark: _heading=h.nuyff91dysgm]
