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Fig. S1  Pan-gene rarefaction curve

[image: ]
Fig. S2  Distribution of genes across major functional categories and subcategories based on KEGG annotation
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Fig. S3  Functional classification of gene catalogue based on eggnog annotation across 24 COG categories
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Fig. S4  Number of genes annotated against different databases
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: Cell wall/membrane/envelope biogenesis
: Cell motility
: Posttranslational modification, protein turnover, chaperones
: Inorganic ion transport and metabolism
: Secondary metabolites biosynthesis, transport and catabolism
: Function unknown
: Signal transduction mechanisms
: Intracellular trafficking, secretion, and vesicular transport
: Defense mechanisms
: Extracellular structures
: Nuclear structure
: Cytoskeleton
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