
	Characteristic
	Low CNGB3
(n = 187)
	High CNGB3
(n = 188)
	p value
	Statistic
	Method

	Gender, n (%)
	
	
	0.543
	0.370
	Chi-square test

	  Female
	64 (17.1%)
	70 (18.7%)
	
	
	

	  Male
	123 (32.8%)
	118 (31.5%)
	
	
	

	Age, n (%)
	
	
	0.365
	0.822
	Chi-square test

	  ≤ 65
	77 (20.8%)
	87 (23.5%)
	
	
	

	  > 65
	107 (28.8%)
	100 (27.0%)
	
	
	

	Pathologic T stage, n (%)
	
	
	0.907
	0.555
	Chi-square test

	  T1
	10 (2.7%)
	9 (2.5%)
	
	
	

	  T2
	39 (10.6%)
	41 (11.2%)
	
	
	

	  T3
	82 (22.3%)
	86 (23.4%)
	
	
	

	  T4
	53 (14.4%)
	47 (12.8%)
	
	
	

	Pathologic N stage, n (%)
	
	
	0.045
	8.072
	Chi-square test

	  N0
	67 (18.8%)
	44 (12.3%)
	
	
	

	  N1
	47 (13.2%)
	50 (14.0%)
	
	
	

	  N2
	30 (8.4%)
	45 (12.6%)
	
	
	

	  N3
	35 (9.8%)
	39 (10.9%)
	
	
	

	Pathologic M stage, n (%)
	
	
	0.168
	1.902
	Chi-square test

	  M0
	166 (46.8%)
	164 (46.2%)
	
	
	

	  M1
	9 (2.5%)
	16 (4.5%)
	
	
	

	Pathologic stage, n (%)
	
	
	0.102
	6.214
	Chi-square test

	  Stage I
	29 (8.2%)
	24 (6.8%)
	
	
	

	  Stage II
	63 (17.9%)
	48 (13.6%)
	
	
	

	  Stage III
	74 (21.0%)
	76 (21.6%)
	
	
	

	  Stage IV
	13 (3.7%)
	25 (7.1%)
	
	
	

	Primary therapy outcome, n (%)
	
	
	0.171
	5.006
	Yates' correction

	  PD
	25 (7.9%)
	40 (12.6%)
	
	
	

	  SD
	9 (2.8%)
	8 (2.5%)
	
	
	

	  PR
	2 (0.6%)
	2 (0.6%)
	
	
	

	  CR
	125 (39.4%)
	106 (33.4%)
	
	
	

	H. pylori infection, n (%)
	
	
	0.055
	3.692
	Chi-square test

	  No
	62 (38.0%)
	83 (50.9%)
	
	
	

	  Yes
	12 (7.4%)
	6 (3.7%)
	
	
	

	Histologic grade, n (%)
	
	
	0.698
	0.719
	Yates' correction

	  G1
	6 (1.6%)
	4 (1.1%)
	
	
	

	  G2
	65 (17.8%)
	72 (19.7%)
	
	
	

	  G3
	110 (30.1%)
	109 (29.8%)
	
	
	


PD = progressive disease; SD = stable disease; PR = partial response; CR = complete response.
Table S1. Baseline Characteristics of TCGA-STAD Patients Stratified by CNGB3 Expression

CNGB3: Multi-omics analysis pipeline and clinical translational potential.

