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Figures

Supplementary Figure 1. Flow Diagram of Model Development and Validation Cohort Selection.
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Note: (A) Development cohort; (B) continuous same-center temporal validation cohort; and (C) independent external validation cohort. Disease-specific exclusion reasons and counts are shown for both validation cohorts.

  Supplementary Figure 2. Grouped Calibration Curves for the Same-Center Temporal and Independent External Validation Cohorts
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Alt text: Two grouped calibration plots compare observed ITB proportions with mean predicted probabilities. Most plotted points lie above the ideal diagonal in both validation cohorts, indicating that the fixed model generally underestimated ITB probability.


Tables

Supplementary Table 1. Bootstrap Assessment of Coefficient Stability in the Development Model (1,000 Resamples)

	Variable
	Model B
	Percentile 95% CI

	Age at symptom onset
	0.070
	0.004-0.206

	IGRA positive
	3.955
	2.831-21.679

	CD-supporting endoscopic feature count
	-2.520
	-21.176 to -1.772

	ITB-supporting endoscopic feature count
	1.163
	-0.350 to 3.217

	Intercept
	-5.603
	-10.785 to -1.404



Note: B denotes the original regression coefficient from the final model. Confidence intervals are percentile 95% CIs obtained from 1,000 bootstrap resamples.









Supplementary Table 2. Calibration Performance in the Validation Cohorts

	Cohort
	Observed ITB prevalence
	Mean predicted probability
	O/E
	Brier score
(95% CI)
	Calibration intercept/slope
(95% CI)

	Same-center temporal validation
(n = 117)
	52.1%
	41.9%
	1.245
	0.0476
(0.0297-0.0691)
	1.930 (1.497-2.457) / 4.009 (2.721-5.336)

	Independent external validation
(n = 65)
	38.5%
	30.4%
	1.267
	0.0424
(0.0139-0.0779)
	2.473 (1.651-3.485) / Not stably estimable










Supplementary Table 3. Comparison of AUCs Between the Full Model and Major Individual Indicators

	Indicator
	Same-center validation AUC
n = 117 (95% CI)
	P value
	External validation AUC
n = 65 (95% CI)
	P value

	Full model
	0.9994 (0.9980-1.0000)
	—
	0.9995 (0.9981-1.0000)
	—

	IGRA
	0.9657 (0.9324-0.9990)
	0.044
	0.9375 (0.8856-0.9894)
	0.018

	Lee endoscopic score
	0.9486 (0.9165-0.9808)
	0.002
	0.9875 (0.9675-1.0000)
	0.218

	Age at symptom onset
	0.7285 (0.6384-0.8186)
	<0.001
	0.8870 (0.8047-0.9693)
	0.007

	CD-supporting endoscopic feature count
	0.8431 (0.7750-0.9112)
	<0.001
	0.9370 (0.8846-0.9894)
	0.019

	ITB-supporting endoscopic feature count
	0.8293 (0.7683-0.8904)
	<0.001
	0.9370 (0.8845-0.9895)
	0.019



Note: P values were obtained from DeLong tests comparing the AUC of each individual indicator with that of the full model.


[bookmark: _GoBack]Supplementary Table 4. Design Characteristics and Performance of Previously Reported Diagnostic Models for Differentiating Crohn’s Disease from Intestinal Tuberculosis
	Study
	Setting and study design
	Development and validation samples
	Main model predictors
	Main performance

	Makharia et al. [10]
	India; single-center study with nonconsecutive cases
	Development: 53 CD and 53 ITB; validation: 20 CD and 20 ITB
	Weighted score including hematochezia, weight loss, sigmoid colon involvement, and focally enhanced colitis
	Development AUC, 0.909; validation AUC, 0.892; sensitivity, 90%; specificity, 60%; AUROC declined to 0.637 in Asian external validation

	Jung et al. [11]
	Korea; multicenter retrospective study
	256 complete cases; approximately 128 each in development and validation, each including 79 CD and 49 ITB
	Logistic model including age, sex, diarrhea, circumferential ulcers, longitudinal ulcers, sigmoid colon involvement, and radiologic evidence of pulmonary tuberculosis
	Validation sensitivity, 98.0%; specificity, 92.4%; PPV, 88.9%; NPV, 98.6%; AUROC, 0.862 in Asian external validation

	Bae et al. [12]
	Korea; single-center prospective study
	Development: 40 CD and 40 ITB; validation: 14 CD and 23 ITB
	CD prediction score combining the Lee endoscopic score with ASCA, QuantiFERON, proximal small-bowel involvement, and radiologic evidence of pulmonary tuberculosis
	Development AUC, 0.990; validation AUC, 0.981; development-cohort accuracy, 96.3%

	He et al. [14]
	China; multicenter prospective study
	Development, 212: 143 CD and 69 ITB; validation, 98: 76 CD and 22 ITB
	Logistic nomogram including age, IGRA, comb sign, rectal involvement, transverse ulcers, and segmental small-bowel involvement
	Model AUC, 0.977; sensitivity, 86.8%; specificity, 90.9%; and accuracy, 87.8% for identifying CD in the validation cohort

	Lu et al. [15]
	China; single-center retrospective study
	Training: 84 CD and 84 ITB; validation: 22 CD and 22 ITB
	CART decision tree including IGRA, involvement of at least four intestinal segments, longitudinal ulcers, circumferential ulcers, and aphthous ulcers
	Validation accuracy, 88.6%; sensitivity, 90.9%; specificity, 86.4%; PPV, 87.0%; NPV, 90.5%

	Zeng et al. [16]
	China; single-center retrospective study
	133 total: 90 CD and 43 ITB
	Logistic nomogram including T-SPOT positivity, cobblestone appearance, comb sign, and granuloma
	AUC and C-index, 0.988; sensitivity, 94.4%; specificity, 93.0%; accuracy, 94.0%

	Limsrivilai et al. [17]
	Thailand and Hong Kong, China; five-center retrospective external validation study
	Clinical and endoscopic data for 530 patients: 383 CD and 147 ITB; histopathologic data available for 199
	External validation of the Lee, Jung, Makharia, and ITBvsCD models in the same cohort
	Among 530 patients: AUROC, 0.862 for Jung, 0.853 for ITBvsCD-CE, and 0.713 for Lee; among 199 patients: 0.887 for ITBvsCD-CEP, 0.798 for Jung, and 0.637 for Makharia



Note: The coding of the positive outcome differed across studies. Some studies defined CD as the positive outcome, whereas others defined ITB as the positive outcome. Sensitivity, specificity, and predictive values are presented as reported in the original publications.
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