[bookmark: _GoBack]Supplemental Table 1. Primers used for qRT-PCR analysis.
	Gene name
	Gene ID
	Forward primer (5′→3′)
	Reverse primer (5′→3′)

	SlActin2
	Solyc11g005330
	TGTCCCTATTTACGAGGGTTATGC
	CAGTTAAATCACGACCAGCAAGAT

	SlSTP1
	Solyc02g079220
	CTGCCATGGGTGGTCTCATT
	AGGGCAGCCAAATACAACGA

	SlSTP2
	Solyc09g075820
	GTCAACGTTCTCTCCACCGT
	ACCATGCGAAAGCCGATACA

	SlSTP3
	Solyc07g006970
	AGCACCGGCTTTCGTTATGA
	GATGCTTTACCGAACGTGCC

	SlSTP4
	Solyc04g074070
	GGAGGCTGCACTTTCTTTGC
	ATGCACCACGCCATTTTGAC

	SlSTP5
	Solyc01g010530
	ATTCCCGCGGTGATTCTGTT
	TTCATGAGCGTGGACTTCCC

	SlSTP6
	Solyc08g080300
	GGGGTTGGCGTTTGAGTCTA
	CGTCCCCTTTACCACGTTCA

	SlSTP7
	Solyc03g005140
	GGTTCCACTGTTTTTGACTGAA
	TCAGTGATCACAAAACTACCGA

	SlSTP8
	Solyc00g009030
	TCTGAGATTGCTCCCTACAAGTACAG
	AGTTGCTCTGCCTCCTCTGATTTA

	SlSTP9
	Solyc01g008240
	AACTTAGAGGGGCGCTCAAC
	TACAACAGCAGGTACAGCCG

	SlSTP10
	Solyc03g006650
	GGTGCGATGGTACCTGGATT
	TTGGAGTCTCTGGGAGGAGG

	SlSTP11
	Solyc06g054270
	CACCTGTCCTGTTCCAGACC
	AACCACTGCTGCTAGTGTCC

	SlSTP12
	Solyc05g018230
	CAGGACAGAGCATGGTGGTT
	TGTGCAATGAGGGCAGTGAA

	SlSTP13
	Solyc03g005150
	CCCATGAGTTTGGTTGCACG
	AGTCTGAAACAGGACAGGCG

	SlSTP14
	Solyc03g078600
	GTCTTATTGGGTGGAAATTCAT
	GTCACGAATATGCAGATGCACA

	SlSTP15
	Solyc03g093400
	ATGATGGCTGCTATGGGTGG
	TGCACCAGCGAGGAAGTTAG

	SlSTP16
	Solyc03g093410
	AGTCGAAGATTCCTTTGAACTTGT
	TTGTAATCCGCGGAACCCTC

	SlSTP17
	Solyc03g094170
	ACGAAGGGCTATGTCTTGTTTA
	AGCTACTGTTATGCTTTGTCCT

	SlSTP18
	Solyc12g008320
	GCATCTCTGGTGGTGTGACC
	GTCGCAGCAGCGTTAAGAA




Supplemental Table 2. Information of STP used for phylogenetic tree construction
	Gene name 
	Species 
	Gene ID

	AtSTP1
	Arabidopsis thaliana
	AT1G11260

	AtSTP2
	Arabidopsis thaliana
	AT1G07340

	AtSTP3
	Arabidopsis thaliana
	AT5G61520

	AtSTP4
	Arabidopsis thaliana
	AT3G19930

	AtSTP5
	Arabidopsis thaliana
	AT1G34580

	AtSTP6
	Arabidopsis thaliana
	AT3G05960

	AtSTP7
	Arabidopsis thaliana
	AT4G02050

	AtSTP8
	Arabidopsis thaliana
	AT5G26250

	AtSTP9
	Arabidopsis thaliana
	AT1G50310

	AtSTP10
	Arabidopsis thaliana
	AT3G19940

	AtSTP11
	Arabidopsis thaliana
	AT5G23270

	AtSTP12
	Arabidopsis thaliana
	AT4G21480

	AtSTP13
	Arabidopsis thaliana
	AT5G26340

	AtSTP14
	Arabidopsis thaliana
	AT1G77210

	SlSTP1
	Solanum lycopersicum
	Solyc02g079220

	SlSTP2
	Solanum lycopersicum
	Solyc09g075820

	SlSTP3
	Solanum lycopersicum
	Solyc07g006970

	SlSTP4
	Solanum lycopersicum
	Solyc04g074070

	SlSTP5
	Solanum lycopersicum
	Solyc01g010530

	SlSTP6
	Solanum lycopersicum
	Solyc08g080300

	SlSTP7
	Solanum lycopersicum
	Solyc03g005140

	SlSTP8
	Solanum lycopersicum
	Solyc00g009030

	SlSTP9
	Solanum lycopersicum
	Solyc01g008240

	SlSTP10
	Solanum lycopersicum
	Solyc03g006650

	SlSTP11
	Solanum lycopersicum
	Solyc06g054270

	SlSTP12
	Solanum lycopersicum
	Solyc05g018230

	SlSTP13
	Solanum lycopersicum
	Solyc03g005150

	SlSTP14
	Solanum lycopersicum
	Solyc03g078600

	SlSTP15
	Solanum lycopersicum
	Solyc03g093400

	SlSTP16
	Solanum lycopersicum
	Solyc03g093410

	SlSTP17
	Solanum lycopersicum
	Solyc03g094170

	SlSTP18
	Solanum lycopersicum
	Solyc12g008320

	StSTP1
	Solanum tuberosum
	PGSC0003DMT400057709

	StSTP2
	Solanum tuberosum
	PGSC0003DMT400012931

	StSTP3
	Solanum tuberosum
	PGSC0003DMT400081426

	StSTP4
	Solanum tuberosum
	PGSC0003DMT400042165

	StSTP5
	Solanum tuberosum
	PGSC0003DMT400094737

	StSTP6
	Solanum tuberosum
	PGSC0003DMT400048280

	StSTP7
	Solanum tuberosum
	PGSC0003DMT400064529

	StSTP8
	Solanum tuberosum
	PGSC0003DMT400064478

	StSTP9
	Solanum tuberosum
	PGSC0003DMT400048537

	StSTP10
	Solanum tuberosum
	PGSC0003DMT400070558

	StSTP11
	Solanum tuberosum
	PGSC0003DMT400048535

	StSTP12
	Solanum tuberosum
	PGSC0003DMT400030841

	StSTP13
	Solanum tuberosum
	PGSC0003DMT400034820

	StSTP14
	Solanum tuberosum
	PGSC0003DMT400016373

	StSTP15
	Solanum tuberosum
	PGSC0003DMT400000990

	StSTP16
	Solanum tuberosum
	PGSC0003DMT400034821

	StSTP17
	Solanum tuberosum
	PGSC0003DMT400042327

	StSTP18
	Solanum tuberosum
	PGSC0003DMT400048503

	StSTP19
	Solanum tuberosum
	PGSC0003DMT400056096

	StSTP20
	Solanum tuberosum
	PGSC0003DMT400042363

	StSTP21
	Solanum tuberosum
	PGSC0003DMT400010803

	OsSTP1
	Oryza sativa
	LOC_Os04g37980

	OsSTP2
	Oryza sativa
	LOC_Os03g39710

	OsSTP3
	Oryza sativa
	LOC_Os07g01560

	OsSTP4
	Oryza sativa
	LOC_Os03g11900

	OsSTP5
	Oryza sativa
	LOC_Os08g08070

	OsSTP6
	Oryza sativa
	LOC_Os07g37320

	OsSTP7
	Oryza sativa
	LOC_Os01g38680

	OsSTP8
	Oryza sativa
	LOC_Os01g38670

	OsSTP9
	Oryza sativa
	LOC_Os02g06540

	OsSTP10
	Oryza sativa
	LOC_Os02g36414

	OsSTP11
	Oryza sativa
	LOC_Os02g36440

	OsSTP12
	Oryza sativa
	LOC_Os02g36450

	OsSTP13
	Oryza sativa
	LOC_Os03g01170

	OsSTP14
	Oryza sativa
	LOC_Os04g37970

	OsSTP15
	Oryza sativa
	LOC_Os04g37990

	OsSTP16
	Oryza sativa
	LOC_Os04g38010

	OsSTP17
	Oryza sativa
	LOC_Os04g38026

	OsSTP18
	Oryza sativa
	LOC_Os04g38220

	OsSTP19
	Oryza sativa
	LOC_Os06g04900

	OsSTP20
	Oryza sativa
	LOC_Os07g03910

	OsSTP21
	Oryza sativa
	LOC_Os07g03960

	OsSTP22
	Oryza sativa
	LOC_Os07g10590

	OsSTP23
	Oryza sativa
	LOC_Os09g09520

	OsSTP24
	Oryza sativa
	LOC_Os09g12590

	OsSTP25
	Oryza sativa
	LOC_Os09g15330

	OsSTP26
	Oryza sativa
	LOC_Os09g24924

	OsSTP27
	Oryza sativa
	LOC_Os10g41190

	OsSTP28
	Oryza sativa
	LOC_Os11g38160

	ZmSTP1
	Zea mays
	Zm00001d027268

	ZmSTP2
	Zea mays
	Zm00001d028230

	ZmSTP3
	Zea mays
	Zm00001d032409

	ZmSTP4
	Zea mays
	Zm00001d032906

	ZmSTP5
	Zea mays
	Zm00001d003469

	ZmSTP6
	Zea mays
	Zm00001d003471

	ZmSTP7
	Zea mays
	Zm00001d005594

	ZmSTP8
	Zea mays
	Zm00001d007078

	ZmSTP9
	Zea mays
	Zm00001d044245

	ZmSTP10
	Zea mays
	Zm00001d049467

	ZmSTP11
	Zea mays
	Zm00001d050860

	ZmSTP12
	Zea mays
	Zm00001d053846

	ZmSTP13
	Zea mays
	Zm00001d016919

	ZmSTP14
	Zea mays
	Zm00001d018627

	ZmSTP15
	Zea mays
	Zm00001d019138

	ZmSTP16
	Zea mays
	Zm00001d020071

	ZmSTP17
	Zea mays
	Zm00001d020463

	ZmSTP18
	Zea mays
	Zm00001d021775

	ZmSTP19
	Zea mays
	Zm00001d045395

	ZmSTP20
	Zea mays
	Zm00001d025572

	ZmSTP21
	Zea mays
	Zm00001d025573

	ZmSTP22
	Zea mays
	Zm00001d000183






Supplemental Table 3. Prediction of secondary structure components of SlSTP
	Protein name
	α-helix(%)
	Extended strand(%)
	β-turn(%)
	Random coil(%)
	Number of transmembrane helices (TMHs) 

	SlSTP1
	44.74 
	16.25 
	4.78 
	34.23 
	12

	SlSTP2
	46.85 
	16.06 
	4.02 
	33.08 
	12

	SlSTP3
	49.48 
	16.61 
	4.02 
	29.90 
	12

	SlSTP4
	45.38 
	17.29 
	4.32 
	33.01 
	11

	SlSTP5
	46.22 
	16.97 
	4.29 
	32.52 
	11

	SlSTP6
	47.92 
	15.91 
	3.98 
	32.20 
	12

	SlSTP7
	47.64 
	15.81 
	4.31 
	32.24 
	11

	SlSTP8
	50.00 
	13.85 
	5.40 
	30.75 
	8

	SlSTP9
	44.34 
	15.10 
	4.48 
	36.08 
	11

	SlSTP10
	45.75 
	17.37 
	4.44 
	32.43 
	12

	SlSTP11
	47.65 
	16.16 
	3.89 
	32.31 
	11

	SlSTP12
	46.51 
	16.67 
	4.65 
	32.17 
	12

	SlSTP13
	48.05 
	16.84 
	4.93 
	30.18 
	11

	SlSTP14
	47.19 
	14.29 
	5.19 
	33.33 
	9

	SlSTP15
	45.01 
	16.52 
	3.85 
	34.62 
	12

	SlSTP16
	44.16 
	17.51 
	4.09 
	34.24 
	12

	SlSTP17
	55.43 
	14.23 
	5.62 
	24.72 
	4

	SlSTP18
	44.47 
	17.09 
	3.69 
	34.76 
	10



