	Table S1. Assessment of cold tolerance in 73 peach cultivars

	cultivar
	specie
	cold tolerance grade

	Zhangtaohongyu
	Prunus persica (L.) Batsch
	2

	NJD1
	Prunus persica (L.) Batsch
	3

	C26-12-8
	Prunus persica (L.) Batsch
	3

	Baojiazaomi
	Prunus persica (L.) Batsch
	0

	Beijing 60
	Prunus persica (L.) Batsch
	0

	Ruiguang 59
	Prunus persica (L.) Batsch
	1

	Jing 08-91-150
	Prunus persica (L.) Batsch
	2

	Qintao 2
	Prunus persica (L.) Batsch
	0

	Zhongpan 101
	Prunus persica (L.) Batsch
	0

	Zheng11-36
	Prunus persica (L.) Batsch
	0

	Zheng38-34
	Prunus persica (L.) Batsch
	0

	Zhonghuashoutao
	Prunus persica (L.) Batsch
	3

	Qiyuefei
	Prunus persica (L.) Batsch
	0

	Ruiguang 57
	Prunus persica (L.) Batsch
	2

	Chaozaoyoupan
	Prunus persica (L.) Batsch
	0

	Zhongyou24
	Prunus persica (L.) Batsch
	1

	Xiufeng
	Prunus persica (L.) Batsch
	2

	Yantehong
	Prunus persica (L.) Batsch
	2

	Zhongyou 8
	Prunus persica (L.) Batsch
	2

	Naiyoupantao
	Prunus persica (L.) Batsch
	1

	SpringSnow
	Prunus persica (L.) Batsch
	0

	Zhongyoujinyuan
	Prunus persica (L.) Batsch
	1

	Qiuyue
	Prunus persica (L.) Batsch
	0

	Zhongpan 104
	Prunus persica (L.) Batsch
	0

	Zhongyoupan 15
	Prunus persica (L.) Batsch
	2

	Ruipan 101
	Prunus persica (L.) Batsch
	0

	Zhongpan 21
	Prunus persica (L.) Batsch
	0

	Ruipan 32
	Prunus persica (L.) Batsch
	0

	Longjinhuanghou
	Prunus persica (L.) Batsch
	1

	Ziyanrunyu
	Prunus persica (L.) Batsch
	3

	Huangjinfeng
	Prunus persica (L.) Batsch
	3

	Zijinyucui
	Prunus persica (L.) Batsch
	3

	Hangongzhu
	Prunus persica (L.) Batsch
	0

	Huangfei
	Prunus persica (L.) Batsch
	1

	Yanhong
	Prunus persica (L.) Batsch
	0

	Zhongyou21
	Prunus persica (L.) Batsch
	1

	Qiuyan
	Prunus persica (L.) Batsch
	0

	Qiuyi
	Prunus persica (L.) Batsch
	1

	Xiahui 10
	Prunus persica (L.) Batsch
	3

	Zhongyoupan 7
	Prunus persica (L.) Batsch
	0

	Jinguan
	Prunus persica (L.) Batsch
	0

	Zhongpan 102
	Prunus persica (L.) Batsch
	2

	Huyou019
	Prunus persica (L.) Batsch
	0

	Zhongyoujingui
	Prunus persica (L.) Batsch
	2

	Nanfangjinmi
	Prunus persica (L.) Batsch
	0

	Ruipan25
	Prunus persica (L.) Batsch
	0

	Zhongtao 13
	Prunus persica (L.) Batsch
	3

	Huangjinmitao 7
	Prunus persica (L.) Batsch
	3

	Zhongtaojinkui
	Prunus persica (L.) Batsch
	2

	Jinbao
	Prunus persica (L.) Batsch
	2

	Xiahui6
	Prunus persica (L.) Batsch
	2

	Beijingwanmi
	Prunus persica (L.) Batsch
	1

	Zhongtaojintian
	Prunus persica (L.) Batsch
	3

	Zhongtao 14
	Prunus persica (L.) Batsch
	2

	Jinhui
	Prunus persica (L.) Batsch
	0

	Ruiguang 55
	Prunus persica (L.) Batsch
	0

	Lixiahong
	Prunus persica (L.) Batsch
	2

	Jinchun
	Prunus persica (L.) Batsch
	0

	Zhongyou15
	Prunus persica (L.) Batsch
	0

	Jinxiazaoyoupan
	Prunus persica (L.) Batsch
	0

	Zijinhong3
	Prunus persica (L.) Batsch
	0

	Huichun
	Prunus persica (L.) Batsch
	0

	Huyou005
	Prunus persica (L.) Batsch
	0

	Jinhuangjin
	Prunus persica (L.) Batsch
	3

	Jinhua
	Prunus persica (L.) Batsch
	3

	Zhongyoujinguan
	Prunus persica (L.) Batsch
	0

	Zhongpan15
	Prunus persica (L.) Batsch
	1

	Donghe No1
	Prunus persica (L.) Batsch
	0

	Donghe1 No2
	Prunus persica (L.) Batsch
	0

	21thCentury
	Prunus persica (L.) Batsch
	3

	J3-1
	Prunus persica (L.) Batsch
	1

	Okubo
	Prunus persica (L.) Batsch
	1

	Cuibao
	Prunus persica (L.) Batsch
	1




	Table S2. Primers for qRT-PCR of 9 candidate genes

	gene ID
	forward primer
	reverse primer

	Prupe.3G185000
	AAGTCAGAGATGCCGTCGCTAA
	GCAGCACTGGAGGTGAAGAAC

	Prupe.5G086700
	GGTGAACAAGGAGAAGGTGAGG
	GGAAGATTGGCGGCTCAGTC

	Prupe.1G002900
	GGTGCTCGTGTTCTCGTTGTG
	AGGATGGTTTGGGCTGCTGAG

	Prupe.2G263900
	AGAGGAGGAGGAAGCCTTGGA
	ATCTCAGCCGTGGCAGAAGTT

	Prupe.1G580200
	TTGCCATTGCCGAGTACATTCT
	TCTTGGTGCGAGCCTGTGT

	Prupe.7G168300
	GCTCCTGCTACTACTCTCACCT
	TCCTCACAAGCCTCCACAATCT

	Prupe.2G077800
	ACCACAGCAAGTCCTTCACCAA
	ACGGAGCAGAACTCGCACTG

	Prupe.6G155100
	GCTGGAGATGTGGTGGTTGTTG
	AAGTATGTGCCCGCCTTGTCA

	Prupe.1G357100
	CGGTCAAGTGAATGGCAAGCA
	CCAAGACGGAGGTGTCAAGGT

	PpActin
	ATGGCAGATACCGAGGACATTC
	CTAGAAGCACTTTCTGTGAACGA


































	Table S3 RNA‑seq quality and mapping statistics of peach branch samples under cold‑stress and control conditions

	sample ID
	treatment
	group
	clean reads
	clean base(G)
	Q30(%)
	unique mapped

	1
	control
	T
	63,882,016 
	9.58
	96.27
	59,501,481(93.14%)

	2
	control
	T
	54,947,488 
	8.24
	95.79
	50,769,329(92.40%)

	3
	control
	T
	59,473,202 
	8.92
	[bookmark: _GoBack]96.71
	55,666,058(93.60%)

	4
	control
	T
	58,384,428 
	8.76
	96.24
	53,298,965(91.29%)

	5
	control
	S
	60,619,016 
	9.09
	95.85
	56,235,270(92.77%)

	6
	control
	S
	61,533,900 
	9.23
	96.04
	56,652,475(92.07%)

	7
	control
	S
	65,382,900 
	9.81
	96.34
	59,286,619(90.68%)

	8
	control
	S
	61,991,980 
	9.3
	96.11
	57,460,027(92.69%)

	1
	cold stress
	T
	70,175,478 
	10.53
	95.56
	65,619,989(93.51%)

	2
	cold stress
	T
	61,313,652 
	9.2
	96.21
	55,666,091(90.79%)

	3
	cold stress
	T
	60,011,942 
	9
	96.48
	55,858,356(93.08%)

	4
	cold stress
	T
	71,916,006 
	10.79
	96.65
	67,872,460(94.38%)

	5
	cold stress
	S
	66,378,946 
	9.96
	96.11
	61,735,309(93.00%)

	6
	cold stress
	S
	67,297,282 
	10.09
	95.48
	62,716,611(93.19%)

	7
	cold stress
	S
	65,837,762 
	9.88
	95.02
	59,878,445(90.95%)

	8
	cold stress
	S
	63,361,504 
	9.5
	95.24
	59,118,603(93.30%)



