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Figure S1. The distribution of SSRs in the S. glauca mt genome. The colors represent different types of SSRs. The percentages of SSRs are also provided on the pie chart.
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Figure S2. The secondary structure of tRNA. A and B are two different structures of TrnM-CAU.
Table S1. The fragment transferred from chloroplast to mt in S. glauca.
	
	Alignment length
	Identity%
	Mismatches
	Gap opens
	mt start
	mt end
	cp start
	cp end
	Gene

	1
	3954
	95.726
	82
	20
	295697
	299575
	90318
	86377
	

	2
	3527
	98.469
	16
	10
	207557
	211072
	99899
	103398
	TrnA-GCU

	3
	3527
	98.441
	16
	11
	468275
	471789
	128572
	132071
	

	4
	3142
	97.581
	18
	15
	292489
	295603
	93422
	90312
	trnI-GAU

	5
	2545
	96.149
	35
	19
	465776
	468283
	126021
	128539
	trnN-GUU,trnR-ACG

	6
	2546
	95.915
	39
	24
	211064
	213571
	103431
	105949
	

	7
	2031
	99.015
	8
	2
	199446
	201472
	133093
	135115
	

	8
	1063
	93.509
	20
	12
	201516
	202548
	96852
	95809
	

	9
	533
	94.934
	21
	4
	310145
	310671
	47809
	48341
	trnF-GAA

	10
	427
	97.424
	11
	0
	246135
	246561
	33914
	33488
	

	11
	427
	97.424
	11
	0
	70659
	71085
	33914
	33488
	

	12
	388
	96.392
	14
	0
	370829
	371216
	19553
	19940
	

	13
	351
	95.442
	16
	0
	438325
	438675
	118358
	118008
	dhhAa

	14
	279
	95.341
	13
	0
	307665
	307943
	71873
	71595
	psbBa

	15
	248
	93.952
	15
	0
	14593
	14840
	10031
	9784
	atpAa

	16
	888
	73.649
	181
	39
	407200
	408058
	97374
	98237
	rrn16a

	17
	157
	98.726
	2
	0
	404203
	404359
	42089
	41933
	

	18
	289
	85.121
	16
	10
	309891
	310153
	46981
	47268
	

	19
	340
	79.706
	48
	15
	145392
	145717
	64797
	64465
	TrnW-CCAb

	20
	111
	96.396
	4
	0
	349247
	349357
	97265
	97155
	

	21
	86
	96.512
	3
	0
	138006
	138091
	105510
	105425
	trnN-GUU

	22
	78
	97.436
	2
	0
	117112
	117189
	79
	2
	trnH-GUG

	23
	77
	96.104
	2
	1
	309789
	309865
	46566
	46641
	

	24
	76
	93.421
	5
	0
	114384
	114459
	51243
	51168
	trnM-CAU

	25
	79
	92.405
	6
	0
	353124
	353202
	141760
	141838
	

	26
	56
	98.214
	1
	0
	248777
	248832
	37491
	37436
	psaBa

	27
	56
	98.214
	1
	0
	73301
	73356
	37491
	37436
	

	28
	45
	97.778
	1
	0
	274465
	274509
	16239
	16195
	rpoC2a

	29
	42
	97.619
	1
	0
	239555
	239596
	101136
	101095
	rrn23a

	30
	42
	97.619
	1
	0
	64079
	64120
	130834
	130875
	

	31
	42
	97.619
	1
	0
	239555
	239596
	130834
	130875
	

	32
	61
	88.525
	4
	3
	353019
	353077
	96110
	96169
	

	Total
	27513
	
	
	
	
	
	
	
	


Notes: 

a. partial sequence found in mt genome. 
b. mt-derived genes.
Table S2. The abbreviations and NCBI accession numbers of all used plant mt genomes.

	Species
	Abbreviations
	Accession Numbers

	Arabidopsis thaliana
	A. reptans
	NC_037304

	Bartramia pomiformis
	B. pomiformis
	NC_024519

	Beta vulgaris
	B. vulgaris
	NC_015099

	Brassica napus
	B. napus
	NC_008285

	Buxbaumia aphylla
	B. aphylla
	NC_024518

	Capsicum annuum
	C. annuum
	NC_024624

	Chlamydomonas reinhardtii
	C. reinhardtii
	NC_001638

	Chlorella heliozoae
	C. heliozoae
	KY629615

	Chara vulgaris
	C. vulgaris
	NC_005255

	Carica papaya
	C. papaya
	NC_012116

	Citrullus lanatus
	C. lanatus
	NC_014043

	Cucumis sativus
	C. sativus
	NC_016005

	Cucurbita pepo
	Cucurbita pepo
	NC_014050

	Cycas taitungensis
	C. taitungensis
	NC_010303

	Daucus carota
	D. carota
	NC_017855

	Ginkgo biloba
	Ginkgo biloba
	NC_027976

	Glycine max
	G. max
	NC_020455

	Gossypium hirsutum
	G. hirsutum
	NC_027406

	Gossypium harknessii
	G. harknessii
	NC_027407

	Malus domestica
	M. domestica
	NC_018554

	Marchantia polymorpha
	M. polymorpha
	NC_001660

	Medicago truncatula
	M. truncatula
	NC_029641

	Nicotiana tabacum
	N. tabacum
	NC_006581

	Nitella hyalina
	N. hyalina
	NC_017598

	Oryza sativa
	O. sativa
	NC_007886

	Populus tremula
	P. tremula
	NC_028096

	Raphanus sativus
	R. sativus
	NC_018551

	Rhazya stricta
	R. stricta
	NC_024293

	Salix suchowensis
	S.suchowensis
	NC_029317

	Sorghum bicolor
	S. bicolor
	NC_008360

	Sphagnum palustre
	S. palustre
	NC_024521

	Triticum aestivum
	T. aestivum
	NC_007579

	Vigna angularis
	V. angularis
	NC_021092

	Vitis vinifera
	V. vinifera
	NC_012119

	Zea mays
	Z.mays
	NC_008332

	Chenopodium quinoa
	C. quinoa
	NC_041093

	Spinacia oleracea L.
	S. oleracea L.
	NC_035618


