Table S1. KMT2A-HRPG vs NHRPG in the MRD double-negative cohort
	KMT2A group
	Total (n)
	EFS events
	OS events
	Relapse events

	HRPG
	15
	9
	6
	9

	NHRPG
	55
	25
	16
	23

	Total
	70
	34
	22
	32


HRPG, high-risk partner genes (KMT2A::MLLT10, KMT2A::AFDN, KMT2A::AFF1); NHRPG, non-high-risk partner genes. MRD, measurable residual disease; EFS, event-free survival; OS, overall survival.
