Table S2. Sensitivity analysis with additional adjustment for FLT3-ITD and NPM1 mutation status
	Endpoint
	Comparison
	HR (95% CI)
	P value

	OS
	CBF-AML vs non-CBF/non-KMT2A (fully adjusted)
	0.48 (0.26–0.88)
	0.017

	EFS
	CBF-AML vs non-CBF/non-KMT2A (fully adjusted)
	0.83 (0.54–1.29)
	0.415


Complete-case analysis: n = 295; EFS events = 105; OS events = 64. Models were adjusted for age, WBC, gender, treatment protocol, HSCT in first CR, FLT3-ITD mutation, and NPM1 mutation.
