Table S8. Interaction analysis models 1-4 (MRD2, End of Course 2)
	Model
	Variable
	HR (95% CI)
	P value

	Model 1
	CBF-AML vs non-CBF/non-KMT2A
	0.42 (0.31–0.57)
	<0.001

	
	KMT2A-r vs non-CBF/non-KMT2A
	0.99 (0.73–1.35)
	0.961

	
	Age, per year
	1.01 (0.99–1.04)
	0.173

	
	WBC at diagnosis
	1.00 (1.00–1.00)
	<0.001

	
	Male vs female
	1.04 (0.83–1.32)
	0.715

	
	AAML0531 vs AAML03P1
	1.19 (0.82–1.73)
	0.372

	
	HSCT in first CR
	0.56 (0.39–0.79)
	0.001

	Model 2
	MRD2 positive vs negative
	3.32 (2.54–4.33)
	<0.001

	
	Age, per year
	1.00 (0.98–1.02)
	0.664

	
	WBC at diagnosis
	1.00 (1.00–1.00)
	<0.001

	
	Male vs female
	1.03 (0.81–1.30)
	0.810

	
	AAML0531 vs AAML03P1
	1.20 (0.82–1.74)
	0.347

	
	HSCT in first CR
	0.59 (0.42–0.84)
	0.003

	Model 3
	CBF-AML vs non-CBF/non-KMT2A
	0.43 (0.31–0.59)
	<0.001

	
	KMT2A-r vs non-CBF/non-KMT2A
	0.97 (0.71–1.33)
	0.863

	
	MRD2 positive vs negative
	3.24 (2.48–4.23)
	<0.001

	
	Age, per year
	1.01 (0.99–1.03)
	0.180

	
	WBC at diagnosis
	1.00 (1.00–1.00)
	<0.001

	
	Male vs female
	1.04 (0.82–1.31)
	0.763

	
	AAML0531 vs AAML03P1
	1.21 (0.83–1.77)
	0.320

	
	HSCT in first CR
	0.45 (0.32–0.65)
	<0.001

	Model 4
	CBF-AML vs non-CBF/non-KMT2A
	0.57 (0.40–0.80)
	0.001

	
	KMT2A-r vs non-CBF/non-KMT2A
	1.21 (0.85–1.73)
	0.283

	
	MRD2 positive vs negative
	4.60 (3.34–6.34)
	<0.001

	
	Age, per year
	1.02 (1.00–1.04)
	0.130

	
	WBC at diagnosis
	1.00 (1.00–1.00)
	<0.001

	
	Male vs female
	1.04 (0.82–1.32)
	0.743

	
	AAML0531 vs AAML03P1
	1.21 (0.83–1.76)
	0.324

	
	HSCT in first CR
	0.44 (0.30–0.63)
	<0.001

	
	CBF-AML x MRD2+ interaction
	0.20 (0.07–0.57)
	0.003

	
	KMT2A-r x MRD2+ interaction
	0.46 (0.23–0.93)
	0.031


Model 1: genetic subtype only. Model 2: MRD status only. Model 3: both. Model 4: interaction. All models were adjusted for age, WBC, gender, treatment protocol, and HSCT in first CR. Reference groups: non-CBF/non-KMT2A and MRD-negative. Course 2: n = 594.
