Table S7. Interaction analysis models 1-4 (MRD1, End of Course 1)
	Model
	Variable
	HR (95% CI)
	P value

	Model 1
	CBF-AML vs non-CBF/non-KMT2A
	0.49 (0.37–0.64)
	<0.001

	
	KMT2A-r vs non-CBF/non-KMT2A
	0.95 (0.72–1.26)
	0.712

	
	Age, per year
	1.01 (0.99–1.03)
	0.435

	
	WBC at diagnosis
	1.00 (1.00–1.00)
	<0.001

	
	Male vs female
	1.13 (0.92–1.40)
	0.253

	
	AAML0531 vs AAML03P1
	1.02 (0.73–1.41)
	0.927

	
	HSCT in first CR
	0.58 (0.43–0.80)
	<0.001

	Model 2
	MRD1 positive vs negative
	2.57 (2.06–3.19)
	<0.001

	
	Age, per year
	1.00 (0.98–1.02)
	0.930

	
	WBC at diagnosis
	1.00 (1.00–1.00)
	<0.001

	
	Male vs female
	1.14 (0.92–1.41)
	0.227

	
	AAML0531 vs AAML03P1
	1.02 (0.74–1.42)
	0.890

	
	HSCT in first CR
	0.57 (0.42–0.79)
	<0.001

	Model 3
	CBF-AML vs non-CBF/non-KMT2A
	0.55 (0.41–0.72)
	<0.001

	
	KMT2A-r vs non-CBF/non-KMT2A
	1.12 (0.84–1.48)
	0.449

	
	MRD1 positive vs negative
	2.48 (1.99–3.10)
	<0.001

	
	Age, per year
	1.01 (0.99–1.03)
	0.452

	
	WBC at diagnosis
	1.00 (1.00–1.00)
	<0.001

	
	Male vs female
	1.15 (0.93–1.42)
	0.199

	
	AAML0531 vs AAML03P1
	1.01 (0.72–1.40)
	0.973

	
	HSCT in first CR
	0.49 (0.35–0.67)
	<0.001

	Model 4
	CBF-AML vs non-CBF/non-KMT2A
	0.70 (0.50–0.98)
	0.039

	
	KMT2A-r vs non-CBF/non-KMT2A
	1.22 (0.86–1.73)
	0.276

	
	MRD1 positive vs negative
	2.94 (2.23–3.88)
	<0.001

	
	Age, per year
	1.01 (0.99–1.03)
	0.396

	
	WBC at diagnosis
	1.00 (1.00–1.00)
	<0.001

	
	Male vs female
	1.15 (0.93–1.42)
	0.211

	
	AAML0531 vs AAML03P1
	0.98 (0.70–1.36)
	0.891

	
	HSCT in first CR
	0.47 (0.34–0.66)
	<0.001

	
	CBF-AML x MRD1+ interaction
	0.43 (0.23–0.83)
	0.012

	
	KMT2A-r x MRD1+ interaction
	0.86 (0.47–1.57)
	0.626


Model 1: genetic subtype only. Model 2: MRD status only. Model 3: both. Model 4: interaction. All models were adjusted for age, WBC, gender, treatment protocol, and HSCT in first CR. Reference groups: non-CBF/non-KMT2A and MRD-negative. Course 1: n = 679.
