Supplementary Table S3. Distribution of selected pathogenicity-, biofilm-, iron-acquisition-, secretion- and stress-associated annotations among LS01, AB5075 and XH386.
	Functional system
	LS01
	AB5075
	XH386

	Capsule-associated functions
	+
	+
	+

	Acinetobactin-associated functions
	+
	+
	+

	HemO/heme-uptake-associated functions
	+
	+
	+

	feoA/feoB-associated ferrous-iron transport
	+
	+
	+

	TonB-dependent transport
	+
	+
	+

	Csu fimbriae
	+
	+
	+

	PNAG/pgaABCD
	+
	+
	+

	Type IV pili
	+
	+
	+

	Type II secretion system
	+
	+
	+

	Type VI secretion system
	+
	+
	+

	OmpA
	+
	+
	+

	PLD1–3-associated annotations
	+
	+
	+

	BfmRS
	+
	+
	+

	rpoN
	+
	+
	+

	relA
	+
	+
	+

	spoT
	+
	+
	+

	gigA/gigB
	+
	+
	+

	AdeFGH-associated annotations
	+
	+
	+


[bookmark: _GoBack]“+” indicates detection of the corresponding annotation(s) in the uniform draft-genome analysis. Detection indicates homology-based annotation and does not establish gene expression, pathway activity or functional phenotype.
