Supplementary Table S2. Draft-genome assembly and predicted genomic characteristics of LS01, AB5075 and XH386.
	Characteristic
	LS01
	AB5075
	XH386

	Assembly length, bp
	3,718,166
	4,076,479
	4,389,141

	Number of scaffolds
	16
	41
	56

	Scaffold N50, bp
	471,559
	219,066
	149,071

	Predicted protein-coding genes
	3,494
	3,957
	4,224

	Total coding-sequence length, bp
	3,238,467
	3,562,050
	3,804,033

	Mean coding-sequence length, bp
	927
	900
	901

	Coding density, %
	87.10
	87.38
	86.67

	Predicted genomic islands
	5
	9
	10

	Predicted prophage regions
	7
	19
	26

	Predicted CRISPR arrays
	1
	4
	3
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