
Table 1. Cohort and regional analysis sample
	Characteristic
	CoSpine
	HCP

	Available / analyzed participants
	22 / 20
	100 / 100

	Analysed runs
	40
	200

	Complete four-region cases
	20
	100

	Age, mean (SD); range, years
	52.55 (9.96); 37–74
	Not available for exact sample

	Recorded sex, male / female
	10 / 10
	Not available for exact sample

	Handedness
	Right-handed
	Not summarised for exact sample

	Task organisation
	Separate left-/right-hand grasping runs
	Both hands in each LR/RL run

	Repetition time, s
	2.68
	0.72

	Volumes per run
	115; one run with 170
	284

	Atlas regions
	M1, S1, PMd, PMv
	Same four bilateral regions


a CoSpine excludes sub-03 and sub-04 from paired endpoints. LR/RL are HCP phase-encoding directions. Age and sex refer to the final CoSpine participants, not the original 22-person cohort. HCP demographics are not inferred from a general release description.


Table 2 Composite and regional lateralisation
	Cohort
	Endpoint
	n
	Mean [95% CI]
	d_z
	Raw p
	Holm p

	CoSpine
	Composite
	20
	28.059 [23.718, 32.551]
	2.721
	<0.001
	—

	CoSpine
	M1
	20
	52.686 [43.062, 63.805]
	2.174
	<0.001
	<0.001

	CoSpine
	S1
	20
	49.033 [43.057, 55.255]
	3.444
	<0.001
	<0.001

	CoSpine
	PMd
	20
	10.661 [7.420, 14.403]
	1.312
	<0.001
	<0.001

	CoSpine
	PMv
	20
	−0.144 [−2.901, 2.406]
	−0.023
	0.917
	0.917

	HCP
	Composite
	100
	35.947 [33.743, 38.185]
	3.192
	<0.001
	—

	HCP
	M1
	100
	69.470 [65.018, 73.904]
	3.090
	<0.001
	<0.001

	HCP
	S1
	100
	53.907 [50.593, 57.308]
	3.154
	<0.001
	<0.001

	HCP
	PMd
	100
	17.352 [15.461, 19.255]
	1.762
	<0.001
	<0.001

	HCP
	PMv
	100
	3.061 [0.643, 5.454]
	0.249
	0.035
	0.035


a Means and intervals are in cohort-specific COPE units. Intervals are pointwise percentile intervals from 10,000 participant bootstrap resamples. CoSpine p-values use exact two-sided mean sign flips; HCP p-values use exact binomial sign tests. These tests target different null properties.
b Composite tests are single endpoints; the four regional tests form a separate Holm family in each cohort. d_z is mean divided by sample SD. A dash means no family adjustment applies. Small p values are displayed as <0.001; numerical source tables preserve full precision.


Table 3. Five within-participant regional contrasts
	Cohort
	Contrast
	n
	Mean difference [95% CI]
	d_z
	Holm p

	CoSpine
	M1 − PMv
	20
	52.830 [43.280, 63.282]
	2.275
	<0.001

	CoSpine
	S1 − PMv
	20
	49.177 [43.204, 55.373]
	3.413
	<0.001

	CoSpine
	PMd − PMv
	20
	10.805 [7.615, 14.117]
	1.413
	<0.001

	CoSpine
	Mean(M1, S1) − Mean(PMd, PMv)
	20
	45.601 [39.413, 52.179]
	3.081
	<0.001

	CoSpine
	M1 − S1
	20
	3.653 [−4.559, 13.112]
	0.174
	0.462

	HCP
	M1 − PMv
	100
	66.409 [61.791, 71.183]
	2.780
	<0.001

	HCP
	S1 − PMv
	100
	50.846 [47.436, 54.234]
	2.955
	<0.001

	HCP
	PMd − PMv
	100
	14.291 [11.772, 16.778]
	1.115
	<0.001

	HCP
	Mean(M1, S1) − Mean(PMd, PMv)
	100
	51.482 [48.408, 54.663]
	3.190
	<0.001

	HCP
	M1 − S1
	100
	15.563 [11.706, 19.381]
	0.787
	<0.001


a Contrasts use complete within-participant regional values. Estimates retain each cohort’s COPE units and pointwise 10,000-resample percentile intervals. All five contrasts form one Holm family per cohort.
b CoSpine uses exact two-sided mean sign flips; HCP uses 100,000 Monte Carlo sign flips with a plus-one correction. No contrast was added or dropped according to significance. Full raw and adjusted p-values are supplied in Online Resource 2.

