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Palisade coherence heterogeneity -

Nuclear area CV (pleomorphism)

Palisade coherence (P90)

Fraction large nuclei (>60um?)

Hypercellular fraction (P90 tiles)

Nuclear solidity

Nuclear area (um2)

Mean hematoxylin (nuclei)

Pyknotic-like nuclei fraction

A Top 12 features

Hallmark, TCGA

Hallmark, CPTAC
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Winter-H, CPTAC
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Adjusted HR per SD (95% CI)
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Mann-Whitney P = 3.7x107%
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Transfer p (pred. vs observed)

IDH-mutant
n=419

IDH-wildtype
n=94

TCGA-LGG (n = 500)

Log-rank P = 2.5x1078
HR =2.95
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F TCGA-GBM-trained models
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P =1.4x107*
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