Additional file 2. Reporting summary structured by the sections of the REFORMS checklist
	REFORMS section
	How it is addressed
	Location in the manuscript

	Study design
	Research question and aims stated explicitly (four aims). Population: 520 questionnaire records from one hospital, as distributed by the UCI repository. Outcome: dataset-provided diabetes-status label, not confirmed or incident diabetes. Unit of analysis: predictor profile. Twelve prespecified classifiers; MCC prespecified as primary measure; hyperparameters fixed a priori.
	Background (final paragraph); Methods: Data source and outcome; Duplicate-profile audit; Classifiers; Performance measures

	Computational reproducibility
	Public dataset with DOI (10.24432/C5VG8H). Complete analysis code, fixed seeds, pinned library versions and a verification script archived in Zenodo (10.5281/zenodo.23027767). Analysis independently re-run by one author in a separate environment; all reported values correspond to that run.
	Methods: Software and reproducibility; Use of large language models; Declarations: Availability of data and materials

	Data quality
	Data source, collection setting and predictor definitions described. No missing values. Exact duplicates (269 records; 251 unique profiles) and near-duplicates (214 unique symptom patterns) audited and reported; one symptom pattern with discordant labels. Label definition limitations acknowledged.
	Methods: Data source and outcome; Duplicate-profile audit; Results: Table 1; Discussion: Limitations

	Data preprocessing
	Binary coding of predictors; standardization and random oversampling fitted within training folds only, inside the modelling pipeline; no records excluded.
	Methods: Data source and outcome; Classifiers

	Modeling
	Twelve classifiers with fixed hyperparameters listed in full; stratified 5-fold cross-validation repeated 10 times under random, profile-grouped and symptom-grouped partitioning; stacking internal cross-validation described.
	Methods: Classifiers; Validation schemes; Additional file 1 (Table S1)

	Data leakage
	Leakage through duplicate and near-duplicate records is the object of the study and is quantified directly (68.2% exposure under random partitioning; 31.0% symptom-level exposure under profile grouping). All preprocessing fitted on training folds only. Hyperparameters not tuned, avoiding leakage through model selection. Residual leakage within stacking internal folds discussed.
	Methods: Validation schemes; Results: Leakage exposure; Sensitivity analysis; Discussion

	Metrics and uncertainty quantification
	Classification, discrimination and calibration measures with rationale for MCC. Profile-level cluster bootstrap 95% confidence intervals (with stated scope); per-repetition ranges; Nadeau–Bengio corrected resampled t-test with Holm adjustment; ranking stability across repetitions.
	Methods: Performance measures; Statistical analysis; Results: Tables 2–5, Figs. 1–4

	Generalizability
	Results presented as internal estimates for a single-hospital dataset with an undocumented label definition and a case mix unlike screening populations; recalibration needed before transfer; external and prospective validation required before any clinical use.
	Discussion: Model selection and calibration; Limitations; Conclusions


