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Supplementary Table S1. Receiver operating characteristic analysis of anthropometric, metabolic, and inflammatory markers for identifying low circulating omentin-1 concentrations
	Marker
	AUC
	95% CI
	P-value
	Optimal cut-off
	Sensitivity (%)
	Specificity (%)

	WHR
	0.863
	0.813–0.914
	<0.001
	>1.158
	85.4
	77.9

	QUICKI
	0.914
	0.876–0.951
	<0.001
	≤0.281
	75.3
	91.9

	BMI
	0.854
	0.803–0.906
	<0.001
	>30.483
	75.3
	86.0

	METS-IR
	0.928
	0.894–0.961
	<0.001
	>49.968
	96.6
	75.7

	IL-6
	0.960
	0.937–0.983
	<0.001
	>14.300
	88.8
	91.2

	IL-8
	0.976
	0.959–0.992
	<0.001
	>27.100
	94.4
	93.4

	TNF-α
	0.968
	0.949–0.988
	<0.001
	>17.200
	93.3
	88.2

	SIRI
	0.771
	0.707–0.835
	<0.001
	>2.330
	77.5
	70.6

	CRP
	0.922
	0.887–0.956
	<0.001
	>11.800
	85.4
	83.1

	HOMA-IR
	0.914
	0.876–0.951
	<0.001
	>8.905
	75.3
	91.9



Low circulating omentin-1 was defined as an omentin-1 concentration ≤560.45 ng/L (n=89). Receiver operating characteristic (ROC) analysis was performed using low circulating omentin-1 as the binary outcome. The optimal cut-off for each marker was determined by maximizing Youden's index (sensitivity + specificity − 1). For QUICKI, lower values indicated greater likelihood of low circulating omentin-1 and were therefore evaluated in the inverse direction. AUCs are presented with 95% confidence intervals calculated using the nonparametric DeLong method.
Abbreviations: AUC, area under the receiver operating characteristic curve; BMI, body mass index; CI, confidence interval; CRP, C-reactive protein; HOMA-IR, Homeostasis model assessment of insulin resistance; IL-6, interleukin-6; IL-8, interleukin-8; METS-IR, metabolic score for insulin resistance; QUICKI, quantitative insulin sensitivity check index; ROC, receiver operating characteristic; SIRI, systemic inflammation response index; TNF-α, tumour necrosis factor-α; WHR, waist-to-hip ratio. All tests were two-sided.


Supplementary Table S2 Dunn–Bonferroni pairwise post hoc comparisons of variables showing significant differences according to ITLN1 Val109Asp (rs2274907) genotype
	Variable
	TT vs AT
	TT vs AA
	AT vs AA

	Anthropometric characteristics
	
	
	

	Body mass index (kg/m²)
	1.000
	0.007
	0.033

	Waist-to-hip ratio (WHR)
	1.000
	0.023
	0.143

	Glycaemic and insulin-resistance parameters
	
	
	

	Fasting plasma glucose (mg/dL)
	<0.001
	<0.001
	<0.001

	Glycated haemoglobin (HbA1c), % (mmol/mol)
	<0.001
	<0.001
	<0.001

	Fasting plasma insulin (mIU/L)
	<0.001
	<0.001
	<0.001

	HOMA-IR
	<0.001
	<0.001
	<0.001

	QUICKI
	<0.001
	<0.001
	<0.001

	METS-IR
	0.069
	<0.001
	<0.001

	Lipid parameters
	
	
	

	Total cholesterol (mg/dL)
	<0.001
	<0.001
	<0.001

	Triglycerides (mg/dL)
	<0.001
	<0.001
	<0.001

	HDL-C (mg/dL)
	<0.001
	<0.001
	<0.001

	LDL-C (mg/dL)
	<0.001
	<0.001
	<0.001

	Atherogenic index of plasma (AIP)
	<0.001
	<0.001
	<0.001

	Adipokine and inflammatory markers
	
	
	

	Omentin-1 (ng/L)
	<0.001
	<0.001
	<0.001

	Tumour necrosis factor-α (TNF-α) (pg/mL)
	<0.001
	<0.001
	<0.001

	Interleukin-6 (IL-6) (pg/mL)
	<0.001
	<0.001
	<0.001

	Interleukin-8 (IL-8) (pg/mL)
	<0.001
	<0.001
	<0.001

	C-reactive protein (CRP) (mg/L)
	<0.001
	<0.001
	<0.001

	Haematological and systemic inflammatory indices
	
	
	

	White blood cell count (WBC) (×10³/µL)
	<0.001
	<0.001
	<0.001

	Erythrocyte sedimentation rate (ESR) (mm/h)
	<0.001
	<0.001
	<0.001



Data represent Bonferroni-adjusted P values for pairwise comparisons between ITLN1 Val109Asp (rs2274907) genotype groups. Pairwise comparisons were performed using Dunn's post hoc test following the Kruskal–Wallis test. All tests were two-sided, and P <0.05 was considered statistically significant.








Supplementary Table S3.  Crude association between the ITLN1 Val109Asp (rs2274907) polymorphism and obesity under different genetic models in adult men with type 2 diabetes mellitus
	Genetic model
	Genotype/allele comparison
	Non-obese (n=75)
	Obese (n=75)
	OR (95% CI)
	P-value

	Dominant
	TT (Reference)
	26
	14
	1
	—

	
	AT + AA
	49
	61
	2.31 (1.09–4.90)
	0.029

	Recessive
	TT + AT (Reference)
	58
	40
	1
	—

	
	AA
	17
	35
	2.99 (1.47–6.05)
	0.002

	Allelic
	T (Reference)
	84
	54
	1
	—

	 
	A
	66
	96
	2.26 (1.40–3.66)
	<0.001



Data are presented as n. Odds ratios (ORs) and 95% confidence intervals (CIs) were estimated using unadjusted logistic regression for obesity (obese vs non-obese) under the dominant and recessive genetic models. For the allelic model, the OR was estimated from allele counts comparing the A allele with the T allele. Reference categories were TT for the dominant model, TT + AT for the recessive model, and T for the allelic model (OR = 1.00). All tests were two-sided, and P < 0.05 was considered statistically significant.



