Table S2. Significant (q<0.01) SNPs and genes annotated from the significant SNPs for enzyme-linked immunosorbent assay test, iodine agglutination test, and off-feed days traits.
	Traits1
	Chr2
	Physical position (bp)
	Start
	End
	Annotated genes

	ELISA-G
	1
	91,348,258 
	90,998,258 
	91,698,258 
	SUPT3H

	
	1
	91,563,695 
	91,213,695 
	91,913,695 
	RUNX2, SUPT3H

	
	1
	119,668,108 
	119,318,108 
	120,018,108 
	BRD2, COL11A2, PSMB8, PSMB9, TAP1, TAP2

	
	1
	121,737,422 
	121,387,422 
	122,087,422 
	ABHD16A, AGPAT1, AIF1, APOM, ATF6B, ATP6V1G2, BAG6, C1H6orf47, C2, C4A, CFB, CLIC1, CSNK2B, DDAH2, DDX39B, DXO, EGFL8, EHMT2, FKBPL, GPANK1, LSM2, LST1, LTA, LTB, LY6G5B, LY6G5C, LY6G6C, LY6G6D, LY6G6F, MCCD1, MPIG6B, MSH5, NCR3, NELFE, NEU1, NFKBIL1, PPT2, PRRC2A, PRRT1, SAPCD1, SKIV2L, SLC44A4, STK19, TNF, TNXB, VARS1, VWA7, ZBTB12

	
	1
	121,755,885 
	121,405,885 
	122,105,885 
	ABHD16A, AIF1, APOM, ATF6B, ATP6V1G2, BAG6, C1H6orf47, C2, C4A, CFB, CLIC1, CSNK2B, DDAH2, DDX39B, DXO, EHMT2, FKBPL, GPANK1, LSM2, LST1, LTA, LTB, LY6G5B, LY6G5C, LY6G6C, LY6G6D, LY6G6F, MCCD1, MPIG6B, MSH5, NCR3, NELFE, NEU1, NFKBIL1, PRRC2A, PRRT1, SAPCD1, SKIV2L, SLC44A4, STK19, TNF, TNXB, VARS1, VWA7, ZBTB12

	
	1
	121,873,249 
	121,523,249 
	122,223,249 
	ABHD16A, AIF1, APOM, ATP6V1G2, BAG6, C1H6orf47, C2, CFB, CLIC1, CSNK2B, DDAH2, DDX39B, EHMT2, GPANK1, LSM2, LST1, LTA, LTB, LY6G5B, LY6G5C, LY6G6C, LY6G6D, LY6G6F, MCCD1, MPIG6B, MSH5, NCR3, NELFE, NEU1, NFKBIL1, PRRC2A, SAPCD1, SKIV2L, SLC44A4, TNF, VARS1, VWA7, ZBTB12

	
	1
	121,899,199 
	121,549,199 
	122,249,199 
	ABHD16A, AIF1, APOM, ATP6V1G2, BAG6, C1H6orf47, C2, CLIC1, CSNK2B, DDAH2, DDX39B, EHMT2, GPANK1, LSM2, LST1, LTA, LTB, LY6G5B, LY6G5C, LY6G6C, LY6G6D, LY6G6F, MCCD1, MPIG6B, MSH5, NCR3, NEU1, NFKBIL1, PRRC2A, SAPCD1, SLC44A4, TNF, VARS1, VWA7, ZBTB12

	
	1
	121,970,625 
	121,620,625 
	122,320,625 
	ABHD16A, AIF1, APOM, ATP6V1G2, BAG6, C1H6orf47, CLIC1, CSNK2B, DDAH2, DDX39B, GPANK1, LSM2, LST1, LTA, LTB, LY6G5B, LY6G5C, LY6G6C, LY6G6D, LY6G6F, MCCD1, MPIG6B, MSH5, NCR3, NEU1, NFKBIL1, PRRC2A, SAPCD1, SLC44A4, TNF, VARS1, VWA7 

	
	1
	121,976,198 
	121,626,198 
	122,326,198 
	ABHD16A, AIF1, APOM, ATP6V1G2, BAG6, C1H6orf47, CLIC1, CSNK2B, DDAH2, DDX39B, GPANK1, LSM2, LST1, LTA, LTB, LY6G5B, LY6G5C, LY6G6C, LY6G6D, LY6G6F, MCCD1, MPIG6B, MSH5, NCR3, NEU1, NFKBIL1, PRRC2A, SAPCD1, TNF, VARS1, VWA7 

	
	1
	122,009,542 
	121,659,542 
	122,359,542 
	ABHD16A, AIF1, APOM, ATP6V1G2, BAG6, C1H6orf47, CLIC1, CSNK2B, DDAH2, DDX39B, GPANK1, LSM2, LST1, LTA, LTB, LY6G5B, LY6G5C, LY6G6C, LY6G6D, LY6G6F, MCCD1, MPIG6B, MSH5, NCR3, NFKBIL1, PRRC2A, SAPCD1, TNF, VARS1, VWA7 

	
	1
	122,459,883 
	122,109,883 
	122,809,883 
	C1H6orf15, CCHCR1, CDSN, DDR1, GTF2H4, MUC21, POU5F1, PSORS1C2, SFTA2, TCF19, VARS2




Table S2. Continuous.
	Traits1
	Chr2
	Physical position (bp)
	Start
	End
	Genes

	ELISA-G
	6
	39,873,751 
	39,523,751 
	40,223,751 
	CHMP2B, POU1F1, VGLL3

	
	6
	39,952,440 
	39,602,440 
	40,302,440 
	CHMP2B, POU1F1, VGLL3

	
	6
	39,973,150 
	39,623,150 
	40,323,150 
	CHMP2B, POU1F1, VGLL3

	
	6
	39,976,387 
	39,626,387 
	40,326,387 
	CHMP2B, POU1F1, VGLL3

	
	13
	149,480,595 
	149,130,595 
	149,830,595 
	ADAMTSL3, EFL1, MEX3B, SAXO2, SH3GL3

	
	
	
	
	
	

	IAT
	1
	102,821,396 
	102,471,396 
	103,171,396 
	BAG2, BEND6, DST, PRIM2, RAB23, ZNF451

	
	1
	162,209,141 
	161,859,141 
	162,559,141 
	ARF1, C1H1orf35, GJC2, GUK1, IBA57, JMJD4, MRPL55, OBSCN, PRSS38, SNAP47, TRIM11, TRIM17, WNT3A, WNT9A

	
	3
	133,845,792 
	133,495,792 
	134,195,792 
	CDH19

	
	3
	133,851,626 
	133,501,626 
	134,201,626 
	CDH19, PHLPP1, PIGN, RELCH, TCF4, TNFRSF11A, ZCCHC2

	
	3
	137,464,576 
	137,114,576 
	137,814,576 
	PHLPP1, PIGN, RELCH, TNFRSF11A, ZCCHC2

	
	3
	142,738,773 
	142,388,773 
	143,088,773 
	TCF4

	
	
	
	
	
	

	DOF
	1
	272,488,827 
	272,138,827 
	272,838,827 
	GRIA1

	
	3
	128,189,409 
	127,839,409 
	128,539,409 
	C3H18orf63, CNDP2, DIPK1C, FBXO15, TIMM21

	
	7
	32,578,011 
	32,228,011 
	32,928,011 
	ADCY7, BRD7, CNEP1R1, HEATR3, NKD1, TENT4B

	
	10
	59,705,959 
	59,355,959 
	60,055,959 
	ACBD3, ITPKB, LIN9, MIXL1, PARP1, SDE2, STUM

	
	11
	207,436,868 
	207,086,868 
	207,786,868 
	ERICH1, FBXO25


1ELISA-G = AMDV-G based enzyme-linked immunosorbent assay test; IAT = Iodine agglutination test; DOF = Proportion of off-feed days.
2 Chromosome.
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