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	Primer Name
	Primer Sequence

	β-actin-F
	GCTTCCCGATGGTCAAGTCA

	β-actin-R
	GGATTCCAGCTGCTTCCATTC

	Q-StCCR1-F
	CATCCTGCTATTGCTCTGGAGACTG

	Q-StCCR1-R
	TTCGTCGTAGGTCGGATAGTCAGAG

	Q-StCCR2-F
	GCTACACTGTCAGAGGAACCGTTAG

	Q-StCCR2-R
	ATAACCGCTGGCTCCACCATTTG

	Q-StCCR3-F
	GCACAAACAGACACCTTAAACAAGGTTG

	Q-StCCR3-R
	CCTGTGTCTTTGATAGCCCGTGC

	Q-StCCR4-F
	TGGTGGAGCCAGCGGTTATAGG

	Q-StCCR4-R
	CGTCTTCCCGTAGCAGTACCAATTC

	Q-StCCR5-F
	GGTACAAGGAAGAGGGACCAACATAAC

	Q-StCCR5-R
	CCAATGCCCATGCTGTTTTCTCC

	Q-StCCR6-F
	GTCTAAGAATGTGATAACAGCCGCAGC

	Q-StCCR6-R
	CAACCAAATCCACTCCTTTTTCCCTTGC

	Q-StCCR7-F
	GTAGTTGACGAGACTTGCTGGAGTG

	Q-StCCR7-R
	GCATATGTTTTAGCTGAGCCAGTAAGGTAC

	Q-StCCR8-F
	GGCTTCACAGTCCATGCTGCTATT

	Q-StCCR8-R
	GTGGAGTGATCCTTGGGAGGCT

	Q-StCCR9-F
	CCAACACTATTTGTGTTATGGGTTCTTCTACTC

	Q-StCCR9-R
	GAACACCCTTTCAAAGCATCAATTATGC

	Q-StCCR10-F
	GACTCCAACTTCTTTATGTTGCATCTCCAAC

	Q-StCCR10-R
	GACATCAACTCAACTTCATCGCCATG



Table S2. Primer sequences with added BamHI and SmaI digestion sites.
	[bookmark: _Hlk99918616]Primer Name
	Primer Sequence(5’-3’)

	BamHI-StCCR6-F
	GCGGATCCATGCCATCAGAATCCGGCAA

	SmaI-StCCR6-R
	CGCCCGGGTTAAGAGTGAATTTTAATAGGTTCATCATTTTGAG



Table S3. Primers for transgenic plant identification.
	Primer Name
	Primer Sequence(5’-3’)

	Hygjc2-F
	GTCCGTCAGGACATTGTTGGAGCC

	Hygjc2-R
	GTCTCCGACCTGATGCAGCTCTCGG

	RTCas9-F
	AAGCCCATCAGAGAGCAGG

	RTCas9-R
	TGTCGCCTCCCAGCTGAG

	JD-F
	TCTTCATGCAAACTCTGGGG

	JD-R
	CAGAAACTGGGAGTTGTGGA




Table S4. GUS primer sequences.
	Primer Name
	Primer Sequence(5’-3’)

	GUS-F
	GTCGCGCAAGACTGTAACCA

	GUS-R
	CGGCGAAATTCCATACCTG




Table S5. Sequences of the target sites.
	 target site
	sequence
	PAM sequence

	 target site1
	ACAACTTTGCCGGATTCTGA
	TGG

	 target site2
	GTTGTTTGTGTTACCGGCGC
	CGG

	 target site3
	TGGATCATCAGTGACAGGGG
	AGG

	 target site4
	GTTTGTGTTACCGGCGCCGG
	AGG

	 target site5
	ATCATCAGTGACAGGGGAGG
	CGG


Table S6. Differential metabolites
	Index
	Q1 (Da)
	Q3 (Da)
	Molecular Weight (Da)
	Formula
	Ionization model
	Compounds

	mws0017
	146.17
	72.2
	145.158
	C7H19N3
	[M+H]+
	Spermidine

	mws2213
	147.05
	77.01
	148.052
	C9H8O2
	[M-H]-
	Cinnamic acid

	pme1439
	165.05
	119
	164.047
	C9H8O3
	[M+H]+
	p-Coumaric acid

	Lmmn001643
	163.04
	119.05
	164.047
	C9H8O3
	[M-H]-
	2-Hydroxycinnamic acid*

	pmb0142
	165.1
	95.2
	164.047
	C9H8O3
	[M+H]+
	Caffeic aldehyde

	pme0021
	166.09
	120.08
	165.07
	C9H11NO2
	[M+H]+
	L-Phenylalanine

	mws2212
	179.03
	135.05
	180.042
	C9H8O4
	[M-H]-
	Caffeic acid

	mws0093
	179.07
	146
	180.079
	C10H12O3
	[M-H]-
	Coniferyl alcohol

	mws0250
	182.08
	136.1
	181.074
	C9H11NO3
	[M+H]+
	L-Tyrosine

	pme2993
	193.05
	133
	192.042
	C10H8O4
	[M+H]+
	Scopoletin (7-Hydroxy-5-methoxycoumarin)

	mws0014
	193.05
	134.01
	194.058
	C10H10O4
	[M-H]-
	Ferulic acid*

	pme3443
	207.07
	192
	208.074
	C11H12O4
	[M-H]-
	Sinapinaldehyde

	mws0853
	209.08
	179
	210.089
	C11H14O4
	[M-H]-
	Sinapyl alcohol

	mws4085
	223.06
	193
	224.068
	C11H12O5
	[M-H]-
	Sinapic acid

	pmp001214
	310.16
	251.09
	310.147
	C16H24NO5+
	[M]+
	Sinapine

	Hmln002806
	335.08
	179.03
	336.085
	C16H16O8
	[M-H]-
	5-O-Caffeoylshikimic acid

	pmb3074
	337.09
	191.05
	338.1
	C16H18O8
	[M-H]-
	5-O-p-Coumaroylquinic acid*

	mws0906
	341.12
	179
	342.131
	C16H22O8
	[M-H]-
	Coniferin

	mws0178
	353.09
	191.01
	354.095
	C16H18O9
	[M-H]-
	Chlorogenic acid (3-O-Caffeoylquinic acid)*

	mws1077
	355.1
	193.05
	354.095
	C16H18O9
	[M+H]+
	Scopoletin-7-O-glucoside

	mws0011
	371.13
	209
	372.142
	C17H24O9
	[M-H]-
	Syringin

	HJN003
	385.11
	223.06
	386.122
	C17H22O10
	[M-H]-
	1-O-Sinapoyl-D-glucose



