Display features count imported from processing external
software (POS mode)
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Aperture of putative chemical space selected for feature
annotation (POS mode)



Annotation level 3to 5

Other: 406

Level3b=Denovo: 28607

Level3b=InSilico-AllIDB: 52736




Annotation level 1 to 3a

Other: 12

Level3a=InSilico-*Cyanobacteriota*: 48

Level3a=InSilico-*Chlorophyta*: 59

Level2a=MSMSmatch: 276

Level2b=MSMSmatch: 178



Display filtration results (POS mode)
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Annotation priorization results (POS mode)
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Annotation Level-Raw

Other: 970

Level3b=Denovo: 26465

Level3b=InSilico-AllDB: 49337




Annotation Level-final

Other: 107
Level2b=MSMSmatch: 100
Level3b=Denovo: 120

Level5=Unknown: 213

Level2a=MSMSmatch: 275

Level3b=InSilico-AllDB: 2459



Tanimoto/cosine differences Tanimoto distance
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Annotation rank distribution
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Sunburst Chart
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Annotation Level

Other: 0.40%

Level3a=InSilico-*Cyanobacteriota*: 1.31%
Level3a=InSilico-*Chlorophyta*: 1.53%
Level2b=MSMSmatch: 3.06%
Level3b=Denovo: 3.67%
Level5=Unknown: 6.51%

Level2a=MSMSmatch: 8.41%

Level3b=InSilico-AlIDB: 75.11%



